
SRR7892470_NODE_2_length_48022_cov_385.110659: 21,087-31,104 (+)

31 32 33
HNH endonuclease (CDS_0034)

35 36 37 38 39 40 41 42 43 44 45 46 47 48
HNH endonuclease (CDS_0049)

50

SAMN10080883_a1_ct121: 21,087-30,280 (+)

39 40 41 42 43

MGV-GENOME-0251227: 12,192-20,486 (+)

27 28 29 30 31 32

IMGVR_UViG_3300045988_107441|3300045988|Ga0495776_006778: 19,921-29,349 (+)

34 38 39 40 41 42 43 44 45 HNH endonuclease (CDS_0050)

IMGVR_UViG_3300045988_073854|3300045988|Ga0495776_015636: 19,137-26,772 (+)

34 35 36 37 38 39

IMGVR_UViG_3300045988_117387|3300045988|Ga0495776_020869: 18,929-26,615 (+)

33 37 38 39 40 41 42

SAMN11252266_a1_ct5365: 19,376-28,361 (+)

HNH endonuclease (CDS_0033) 36 38 39 40 41 42 43 44

IMGVR_UViG_3300045988_083108|3300045988|Ga0495776_015394: 18,855-27,550 (+)

37 38 39 40 41 42 43 44 45

uvig_148155: 18,855-27,550 (+)

33 37 38 39 40 41 42 43 44 45

Ma_2019_SRR341620_NODE_285_length_48271_cov_4.813796: 21,259-29,491 (+)

42 43 44 45 46 47

uvig_270597: 18,039-27,167 (+)

35 36 37 38 39

MGV-GENOME-0291721: 19,039-27,569 (+)

34 38 39 40 41 42 43 44 49 50 51

SRR7892450_NODE_3_length_46039_cov_231.654989: 18,034-26,084 (+)

27 DNA methyltransferase (CDS_0031) 34 35 36 37 38

MGV-GENOME-0289011: 19,303-28,459 (+)

28 35 36 37 38 39 40 43 44 45 47 48

4000 nt

DNA, RNA and nucleotide metabolism other unknown function


