thymidylate synthase (CDS_0009)
tRNA-GIn(TTG)
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MGV-GENOME-0300154: 46,435-46,663 (+); 1-10,492 (+)
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IMGVR_UViG_3300045988_113813|3300045988|Ga0495776_015258:45,830-46,058 (+); 1-10,458 (+)
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IMGVR_UViG_3300030320_000075|3300030320|Ga0244994_100893: 1-10,826 (+)
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MGV-GENOME-0290692:1-10,284 (+)

Ma_2019_SRR341620_NODE 285 _length_48271_cov_4.813796:1-11,049 (+)
HEase_00016 homing (CDS_0002) 8

uvig_307862:46,362-46,590 (+); 1-8,108 (+)
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IMGVR_UViG_3300045988_099007|3300045988|Ga0495776_137850: 1-11,909 (+)
2 3

IMGVR_UViG_3300045988_125064|3300045988|Ga0495776_054427: 1-6,809 (+)
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I

uvig_270597:1-6,810 (+)

replication initiation protein (CDS_0003)
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MGV-GENOME-0251227:1-7,381 (+)
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uvig 558918:47,417-47,645 (+); 1-10,468 (+)
2 replication initiation protein (CDS_0003) 7

SAMN10080883_al ct121:1-7,894 (+)
4000 nt
DNA, RNA and nucleotide metabolism head and packaging other unknown function defence (PADLOC) tRNA
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