DNA polymerase (CDS_0016)

uvig_151646:10,261- 14498( )
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SAMN 10290184 a1 ct39942 vs1:10,188-14,646 (+)

MGV-GENOME-0089508: 187-4,678 (-)

MGV-GENOME-0095788: 185-4,721 (-)

MGV-GENOME-0096229:48-4,915 (-)

uvig_310695:10,489-15,336 (+)
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MGV-GENOME-0108175:171-5 286( )

MGV-GENOME-0091425: 175-4,736 (-)

SRS143876_a1 _ct37310_vs1:10,128-14,353 (+)

MGV-GENOME-0089398:10,115-14,813 (+)
MGV-GENOME-0091650: 10,316-15,013 (+)
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MGV-GENOME-0085919:9,710-14,123 (+)

MGV-GENOME.0088693: 248 4,652 ()

uvig_207830:10,290-15,325 (+); 1-4,646 (+)
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uvig_178033:505-5,088 (-)

k 3000 nt

DNA, RNA and nucleotide metabolism connector unknown function




