
Mycobacterium_phage_Tourach: 59,853-66,703 (+)

nucleotide kinase (CDS_0096)
DNA polymerase exonuclease subunit (CDS_0097)

98 99 100 101 102
tRNA-Thr(CGT)

103 104 105 nuclease (CDS_0106) 107 108 109110 111

Mycobacterium_phage_Wilder: 58,913-65,238 (+)

94 95 98

NC_053506.1: 58,897-65,762 (+)

92 94 96

Mycobacterium_phage_LilDestine: 59,219-64,554 (+)

93 97

Mycobacterium_phage_Kahlid: 59,260-65,384 (+)

98

Mycobacterium_phage_Finemlucis: 60,609-66,205 (+)

HNH endonuclease (CDS_0101)

Mycobacterium_phage_MkaliMitinis3: 59,279-65,496 (+)

100 HNH endonuclease (CDS_0102)

Mycobacterium_phage_Crossroads: 59,624-65,631 (+)

97 HNH endonuclease (CDS_0099)

Mycobacterium_phage_Bazzle: 59,747-65,702 (+)

97 99 100 101 104

Mycobacterium_phage_Archie: 59,167-65,091 (+)

96 97

Mycobacterium_phage_Loadrie: 59,710-66,192 (+)

98 99 101 102 107

Mycobacterium_phage_Wigglewiggle: 59,472-65,605 (+)

100 101

Mycobacterium_phage_Lewan: 59,548-66,160 (+)

96 HNH endonuclease (CDS_0098) 99 100

Mycobacterium_phage_Vetrix: 59,164-66,009 (+)

HNH endonuclease (CDS_0099)
100 101

IMGVR_UViG_2875555210_000001|2875555210|2875555210|3619918-3696970: 58,994-65,952 (+)

99 100 101

Mycobacterium_phage_GuuelaD: 60,603-67,760 (+)

100 104 105 106 107 108

Mycobacterium_phage_Chaser: 60,068-67,113 (+)

92 95 96 99 100 101 102 106 108

2000 nt

DNA, RNA and nucleotide metabolism other unknown function tRNA


