anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0085)
RusA-like Holliday junction resolvase
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IMGVR_UViG_2875555210_000001|2875555210|2875555210|3619918-3696970: 51,893-57,791 (+)
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Mycobacterium_phage_BobsGarage: 53,147-59,160 (+)
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Mycobacterium_phage DirkDirk: 50,781-56,063 (+)
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