terminase large subunit (CDS_0096)
HNH endonuclease (CDS_0097)
terminase large subunit (CDS_0095)
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Mycobacterium_phage_EricMillard: 33,722-39,445 (+)
201 207 208
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Mycobacterium_phage_Dallas: 106,395-111,535 (+)
214 215 217 218

Mycobacterium_phage_Halley: 106,421-112,043 (+)
83 86 87 89

Mycobacterium_phage_Zelink: 29,722-35,635 (+)
207 210
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Mycobactenum phage Hughesyang: 32 071-36,951 (+)
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Mycobacterium_phage_Phoebus: 31,925-37,138 (+)
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Mycobacterium_phage_ThreeRngTarjay: 32,550-37,251 (+)
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Mycobactenum phage_Pound: 104, 501 109, 394( )
84
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Mycobacterium_phage Beem: 31,841-36,958 (+)

208 210
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Mycobacterium_phage_NihilNomen: 105,425-110,131 (+)
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Mycobacterium_phage_Minerva: 30,077-35,034 (+)
80 HNH endonuclease (CDS_0083) 85 exonuclease (CDS_0091)
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Mycobacterium_phage_Kalah2:31,006-39,168 (+)
82 87 HNH endonuclease (CDS_0088) 93
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NC_022067.1:31,236-37,168 (+)

208 HNH endonuclease (CDS_0209)
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Mycobacterlum phage_ Jmchay 106, 822 112 767( )
211 213 214 215 HNH endonuclease (CDS_0216)
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Mycobacterium_phage DmpstrDiver: 105,781-111,977 (+)
188 190

NC_023738.1:101,284-105,937 (+)
199 200201 202 207

KF114875.1:102,117-107,989 (+)
82 83 88

Mycobacterium_phage_Duke13: 32,919-38,429 (+)
membrane protein (CDS_0089)

84 portal protein
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Mycobacterium_phage_HokkenD: 32,858-40,536 (+)
3000 nt i

DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover unknown function




