1]

32 33 34 tRNA-Gly(TCC) 35 36 37 38 39 40 41 42 43
I
D O U
I — | | |
Mycobacterium_phage_ThreeRngTarjay: 15, 130 19,864 (+)
157 158
D, D B I, B B B, B B e O O
I — LA | Y N

Mycobacterium_phage_JuicyJay: 89,694-93 568( )

—~
=
Mycobacterium_phage_Kalah2: 16,135-20,602 (+)

40 44 45

site-specific recombination directionality factor RDF (CDS_0169)
163 166 FtsK/SpolllE-like protein (CDS_0170) 171

~
=
Mycobacterium_phage_Constella: 90,485-97,050 (+)

149 151

144
B
NC_023738.1:86,437-90,182 (+)

2000 nt

integration and excision moron, auxiliary metabolic gene and host takeover unknown function tRNA
I




