
uvig_301406: 17,159-46,565 (+)

23 24

endolysin (CDS_0025)

26 27
tRNA-Ala(GGC)

KatA (VF0454) (CDS_0028)
Shango__SngC (CDS_0029)

30 31 32
Mycobactin (VF0299) (CDS_0033)

34 35 36 37 38 39 40 41 4243 44 45
46

47 48 49 50
51

52 53

uvig_339356: 17,158-45,362 (+)

KatA (VF0454) (CDS_0027)
Shango__SngC (CDS_0028)

29 30 31
Mycobactin (VF0299) (CDS_0032)

33 34 35 36 37 38 39 40 4142 43 44
45

46 51

uvig_305949: 17,159-51,101 (+)

KatA (VF0454) (CDS_0028)
Shango__SngC (CDS_0029)

30 31 32
Mycobactin (VF0299) (CDS_0033)

34 35 36 37 38 39 40 41 4243 44 45
46

47
48

49

50
51

52
53

54
55

56 57 58 59

uvig_197378: 17,158-49,526 (+)

KatA (VF0454) (CDS_0027)
Shango__SngC (CDS_0028)

29 30 31
Mycobactin (VF0299) (CDS_0032)

33 34 35 36 37 38 39 40 4142 43 44

45
46

47
48

49
50

51 52 53 54

IMGVR_UViG_3300006312_000207|3300006312|Ga0099626_100167|59-61421: 17,158-27,292 (+)

KatA (VF0454) (CDS_0027)
Shango__SngC (CDS_0028)

29

MGV-GENOME-0327340: 17,158-23,629 (+)

27

IMGVR_UViG_3300007298_000006|3300007298|Ga0104838_100216: 17,158-26,211 (+)

KatA (VF0454) (CDS_0027) 28 29

IMGVR_UViG_3300029089_000197|3300029089|Ga0169191_100101|2-75237: 17,137-38,773 (+)

KatA (VF0454) (CDS_0027)

Shango__SngC (CDS_0028)

29 30
31

32

exonuclease (CDS_0033)

34

replication initiation protein (CDS_0035)

36

DruM2_00001 DNA (CDS_0037)

38
39

40
41

42
43

44
45

46 47 48 49

MGV-GENOME-0344827: 17,158-31,127 (+)

27
28

DruM2_00001 DNA (CDS_0029)

30
31

32
33

34
35

36
37

38 39 40 41

MGV-GENOME-0344067: 17,158-34,602 (+)

27 28 29
exonuclease (CDS_0030)

31

replication initiation protein (CDS_0032)

33

DruM2_00001 DNA (CDS_0034)

35
36

37

38
39

40
41

42
43

44 45 46 47

IMGVR_UViG_3300045988_147208|3300045988|Ga0495776_032590: 17,158-34,602 (+)

27 28 29
exonuclease (CDS_0030)

31

replication initiation protein (CDS_0032)

33

DruM2_00001 DNA (CDS_0034)

35
36

37

38
39

40
41

42
43

44 45 46 47

MGV-GENOME-0343987: 16,412-34,514 (+)

21 26 27 28
exonuclease (CDS_0029)

30

replication initiation protein (CDS_0031)

32

DruM2_00001 DNA (CDS_0033)

34
35

36

37
38

39
40

41
42

43 44 45 46

IMGVR_UViG_3300008512_000161|3300008512|Ga0115181_100033|95734-172884: 17,158-41,946 (+)

KatA (VF0454) (CDS_0027)
Shango__SngC (CDS_0028)

29

HEase_00016 homing (CDS_0030)

3132 33 34 35 36 37
exonuclease (CDS_0038)

39

replication initiation protein (CDS_0040)

41

DruM2_00001 DNA (CDS_0042)

43
44

45

46
47

48
49

50
51

52 53 54 55

IMGVR_UViG_3300007098_000011|3300007098|Ga0102540_100191: 17,158-29,508 (+)

27 28
29

30

31
32

33
34

35
36

37 38 39 40

MGV-GENOME-0375622: 17,158-31,784 (+)

KatA (VF0454) (CDS_0027) 28
29

3031
32

33
34

35
36

37 38 39 40

uvig_263989: 17,161-40,042 (+)

KatA (VF0454) (CDS_0027)
Shango__SngC (CDS_0028)

29 30 31
Mycobactin (VF0299) (CDS_0032)

33

vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (CDS_0034)

35
36

37

38
39

40
41

42
43

44 45 46 47

uvig_107693: 17,158-36,567 (+)

KatA (VF0454) (CDS_0027)
Shango__SngC (CDS_0028)

29 30 31
32

33
34

35
36

37
38

39 40 41 42

IMGVR_UViG_3300029872_000357|3300029872|Ga0245317_100181|18060-95399: 17,158-41,067 (+)

KatA (VF0454) (CDS_0027)
Shango__SngC (CDS_0028)

29 3031 32 33 34 35 36
exonuclease (CDS_0037)

38

replication initiation protein (CDS_0039)

40 41

HNH endonuclease (CDS_0042)

43
44

45
46

47
48

49 50 51 52

IMGVR_UViG_3300007664_000007|3300007664|Ga0105542_1000206: 17,158-29,662 (+)

27 28
29

30 31 32

DNA transposition protein (CDS_0033)
ATPase (CDS_0034)

35
36

37
38 cysH_IV-B_1 (CDS_0039)

10000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis other unknown function defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)

tRNA


