endonuclease (CDS_0035)

RT_I1I-AM_I1I-B_2 (CDS_0028) 37 40 42 44
29 30 3132 33 34 367138 39 [41[43] 45
ot DIDDDTOMGaIDED

MGV-GENOME-0313726:24,519-37,735 (+)
endonuclease (CDS_0034)
32 33 35 3637 38 39

IMGVR_UViG_3300045988_124366|3300045988|Ga0495776_183599:24,222-37,594 (+)
endonuclease (CDS_0036)
34 35 37 38 3940 41 42

!ﬁ

uvig_282833:24,224-39,479 (+)
endonuclease (CDS_0037)

35 36 3839 40 41

MGV-GENOME-0311603: 24,372-37,505 (+,

PDC-S05_WP_231564492.1 (CDS_0039)
endonuclease (CDS_0037) 40 42
35 36 38 | [41]434445

|
i
g :

MGV-GENOME-0353403: 24,626-40,162 (+)
endonuclease (CDS_0037) 43
35 36 38 39 40 41 42 T 44 45 46
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MGV-GENOME-0356292: 24,322-41,538 (+)

endonuclease (CDS_0037) 42
35 36 38 394041 ] 43 44 45

!#
|

I
IMGVR_UViG_3300045988_136366|3300045988|Ga0495776_156345: 24,322-39,203 (+)

endonuclease (CDS_0035) ABC transporter (CDS_0039) 42
33 34 36 37 38 40 41 [434445
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uvig_118911:24,198-44,620 (+)

endonuclease (CDS_0035) 40
33 34 36 37 38 39 414243
. ___ ___ " B> & || & | [ ]

uvig 412592: 24,519-41,739 (+)
endonuclease (CDS_0036)

38

34 35 37 [394041 44

| | I
IMGVR_UViG_3300014545_000096|3300014545|Ga0134392_100004|75172-124988: 24,466-38,934 (+)
endonuclease (CDS_0033) 36

31 32 34 35 373839

uvig_589836:22,834-38,044 (+)
endonuclease (CDS_0034) 37
32 33 35 36 383940

!ﬁ

——— s — N ——— —
uvig_589921:24,197-39,679 (+)

endonuclease (CDS_0035) 38
33 34 36 37 394041

uvig_68071: 23,961-39,828 (+)
endonuclease (CDS_0036)
38
34 35 37 394041

MGV-GENOME-0308522: 24,402-38,496 (+)
endonuclease (CDS_0037)
35 36 38 3940 41 42

L .
IMGVR_UViG_3300045988_111633|3300045988|Ga0495776_028738:24,386-38,717 (+)
endonuclease (CDS_0034)
32 33 3536 37 38 39

!
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MGV-GENOME-0309131:24,217-38,783 (+)
37
3435 36 [383940

MGV-GENOME-0304913:24,466-37,278 (+)
endonuclease (CDS_0037)
40
35 36 38 39 [414243
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|
|
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IMGVR_UViG_3300045988_104477|3300045988|Ga0495776_166071:24,661-38,648 (+)
endonuclease (CDS_0035)
endolysin (CDS_0033) 34 36 37 38394041
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uvig 491222 :23,117-37,797 (+)
endonuclease (CDS_0036) 39
34 35 37 38 4041 42 43
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IMGVR_UViG_3300045988_125224|3300045988|Ga0495776_095591: 24,356-40,287 (+)
endonuclease (CDS_0035)

36

137 38 39
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MGV-GENOME-0311568:23,961-37,430 (+)

endonuclease (CDS_0037)
40 43
35 36 38 39[ 41 42 [44 4546

uvig_75423:24,661-40,648 (+)

endonuclease (CDS_0036) 42
34 35 37 38 39 40 41 434445
ot JIDDD T T EDaICHDMED

IMGVR_UViG_3300029368_000056|3300029368|Ga0243967_100314: 24,436-42,562 (+)
endonuclease (CDS_0035)

33 34 36 37 38 3940 4142
COE - OOBDT O-GacT-acHDDED
IMGVR_UViG_3300045988_127279|3300045988|Ga0495776_095428: 24,194-40,130 (+)
endonuclease (CDS_0035) 38
27 icity0040 RT (CDS_0028) 33 34 36 37 T39 40 41
N I I SUNNNNNNNE N S N
MGV-GENOME-0313101: 23,599-39,398 (+)
endolysin(gi)s_0034)
endonuclease (CDS_0036) 39
32 | 35 37 38 [404142
Ll ——————— et e ——————

Nig 444778 - 23.732-39.406 ()
PDC-S05_WP_204355478.1 (CDS_0042)
endonuclease (CDS_0038)
36 37 39 40 41| 43 4445 46 47

L e ———— W — N NN SN S E—
IMGVR_UVIG_3300045988_139828|3300045988|Ga0495776_057426:24,355-41,713 (+)
endonuclease (CDS_0037)
39
35 36 38 T40 41 4243 44

N
IMGVR_UViG_3300029365_000490|3300029365|Ga0243866_1000440[3922-55106: 24,388-39,599 (+)

endonuclease (CDS_0035)
37 42
33 34 3638 3940 41 [434445

uvig 561265:24,224-41,079 (+)
40
endonuclease (CDS_0037) |41
35 36 38 39|42 43 44

|
I
|
|

412 (+)
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endonuclease (CDS_0037) (41

35 36 38 39 | 4243 44

L NASE —97, +
endonuclease (CDS_0035)
36
28 33 34 73738 39 40
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GVR_UViG_3300045988_107398|3300045988|Ga0495776_161909: 23,533-37,602 (+)
endonuclease (CDS_0038)
40 42 45
31 36 37 39741743 44 464748

|

|
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IMGVR_UViG_3300045988_134944|3300045988|Ga0495776_178686: 24,982-40,929 (+)

tail protein (CDS_0025) endonuclease (CDS_0033) 39
26 endolysin (CDS_0031) 32 3435 36 37 38 |40 4142

i#
i

uvig_449519:21,669-40,459 (+)
endonuclease (CDS_0034) 38

32 33 3536 37 [394041

| I .
IMGVR_UViG_3300029779_000343|3300029779]Ga0243834_1000070|2-49734:21,679-38,057 (+)

endonuclease (CDS_0033) 42
31 32 34 35 36 37 38 39 40 41 [434445
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| I L& | =8 | | |}
IMGVR_UViG_3300029359_000152|3300029359|Ga0243835_1000312: 21,669-43,805 (+)
acetyltransferase (CDS_0052)
endonuclease (CDS_0037) intgrase (CDS_0053)
39 44 54
38 [ 4041 42 43 T45 46 47 48 49 5051 5556 57

endolysin (CDS_0035) 36

4
4

uvig 440550:24,388-50,390 (+)
acetyltransferase (CDS_0043)

endonuclease (CDS_0037) 45
35 36 38 39 40 4142 44 T46 47 48
ot JDBbDT XHODIDTDAGHOILINED
IMGVR _UViG_3300029796_000007|3300029796|Ga0243875_1000422:24,388-42,221 (+)
endonuclease (CDS_0037) 45
35 36 3839 40 41 42 4344] 46 47 48
ot DD HO-—BITODDIENETHOLNED
IMGVR_UViG_3300045988_113740|3300045988|Ga0495776_146526:24,357-42,614 (+)
endonuclease (CDS_0036) 50

34 35 37 38 39 40
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42 43 44 4546 47 48 49 515253
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IMGVR_UViG_3300029367_000031|3300029367|Ga0243974_100192: 24,436-51,289 (+)
endonuclease (CDS_0034) 46
32 33 35 36 37 38 39 40 41 42 43 44 45 47 48 49
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uvig_592639:24,254-52,358 (+)
Sigma M (VF0822) (CDS_0043)
endonuclease (CDS_0035) O-antigen (VF0392) (CDS_0046) 50
33 34 36 37 3839 40 4142 44 45 47 48 49 515253
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endonuclease (CDS_0037) 43 47
29 35 36 3839 40 41 42 [4445 46 [48 4950
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uvig_63277:23,814-43,948 (+)
endonuclease (CDS_0037)
39 43
35 36 38740 41 4244 45 46 5152 53
N BN SN BN N EE—
IMGVR_UViG_3300045988_128744|3300045988|Ga0495776_164325:24,992-41,015 (+)
endonuclease (CDS_0036) tRNA-Sup(TCA)

34 35 3738 39 40 41 42 43 44454647
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IMGVR_UViG_3300045988_136183|3300045988|Ga0495776_09 1553: 24,356-47,226 (+)

endonuclease (CDS_0035) 45
33 34 3637 38 39 40 41 42 4344] 4647 48 49
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IMGVR_UViG_3300008096_000511|3300008096|Ga0114155_1000184[13456-72251: 24,417-47,504 (+)
nucleotide-sugar epimerase (CDS_0048)

endonuclease (CDS_0035) 45

33 34 3637 38 39 40 41 42 434446 47 49 5051
ot DED o — (a8 @& G0 ED
MGV-GENOME-0348481:24,417-49,812 (+)

endonuclease (CDS_0034) 49

32 33 35 36 37 38 39 40 41 42 43 44 45 46 47 48 TSO 5152
ot ODED D ED OIED-PEOD- T OD D D GICHOMED
uvig_392122:24,071-50,582 (+)

endonuclease (CDS_0035)
36

26 27 28 33 34 137 3839
bL_DDoE— DBDTaditie-on

IMGVR_UVIG_3300045988_098207|3300045988| Ga0495776.019024: 2 1.872-36,800 (+)
PDC-510_WP_152022085.1 (CDS_0044)
endonuclease (CDS_0037)  WYL_III_IIL_IV_V VI_1(CDS_0042) 50
35 36 38 3940 41 43 | 45 46 47 48 49 [515253
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uvig_53793:24,469-49,250 (+)

endonuclease (CDS_0037) 55
35 36 38 394041 42 43 45 46 47 48 49 50 51 52 53 54 T56 57 58

IR
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uvig 34231:24,322-55,000 (+)
32
31 [333435

- | I I
IMGVR_UViG_3300029340_000358|3300029340|Ga0243727_1000070|70621-117885:22,041-35478 (+)
33
32 343536
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,262-34,801 (+)
PDC-S05_WP_205197604.1 (CDS_0035)

34
31 3233] 36 37 38394041

I
—

MGV-GENOME-0376415:20,961-38,291 (+)
AbiEi_WP_047105540.1 AbiEi (CDS_0037)
AbiEii_WP_110023304.1 AbiEii (CDS_0036)
endonuclease (CDS_0029) 33
22 tail protein (CDS_0023) endolysin (CDS_0027) 28 30 31 372f?i 35 38 39 40 41 42 4344 45 46

!ﬁ

uvig_443867_:19,311-42,681 (+)
AbiEii_WP_110023304.1 AbiEii (CDS_0036)

endonuclease (CDS_0029) 33
27 28 30 31323435 37 38 3940 41 42

I I S A S D B D S E— L1 B B | |
IMGVR_UViG_3300029360_000197|3300029360|Ga0243814_1000848: 19,311-38 441 (+)
endolysin (CDS_0033) transposase (CDS_0041)
endonuclease (CDS_0035) 42 46
29 30 | 34 36 37 38 39 40 Ta3 44 45 4748 49
LoD 0 DD A ddEETTTTTTT—C KD OHAACHEIED
R [ S S [ S N N S B ——— 1 &8 " ||

Eig_86683: 23,886-49,598 (+)
endonuclease (CDS_0035)
33 34 36 37 38

;

WG\/—GENOME-O370631: 23,886-37,669 (+)
endonuclease (CDS_0038)
endolysin (CDS_0036) 37 3940

(S N SN S . I S
IMGVR_UViG_3300001525_000082|3300001525|chfec4_10000145: 24,844-37,458 (+)
endonuclease (CDS_0034)

32 33 3536 37 42

I —————
MGV-GENOME-0368895: 24,197-37,185 (+)
endonuclease (CDS_0034)
32 33 3536 37

I —— | S [ W . E———
IMGVR_UViG_3300045988_103424|3300045988|Ga0495776_183552: 24,197-37,185 (+)

endonuclease (CDS_0036)
38
34 35 37]39

I ) S e S S ——
IMGVR_UViG_3300045988_122350|3300045988|Ga0495776_165612:24,355-37,200 (+)

endonuclease (CDS_0037)
35 36 38

[ e . E——
MGV-GENOME-0358848:24,626-36,736 (+)

endonuclease (CDS_0036)
34 35 37

i
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#
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MGV-GENOME-0353653: 24,353-37,132 (+)

endonuclease (CDS_0036)
34 35 37

[ ] — - ——
MGV-GENOME-0353839:24,383-37,265 (+)

endonuclease (CDS_0037)
35 36 38 39 4041 42

i
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MGV-GENOME-0373737:24,322-40,301 (+)
endonuclease (CDS_0034)
32 33 35 36

| N A N . I
IMGVR_UViG_3300045988_100285|3300045988|Ga0495776_178724:24,318-38,520 (+)
endonuclease (CDS_0037)
35 36 3839 40 41

B I . B S B —
IMGVR_UVIG_3300045988_133870|3300045988|Ga0495776_184295: 23,814-39,177 (+)
3233

MGV-GENOME-0346412:23,763-33,596 (+)
MutT/NUDIX hydrolase (CDS_0038)
endolysin (CDS_0041)

endonuclease (CDS_0035) 40
33 34 36 37 39 T 42 43 44
I I N I BN DN BN BN S A N —

L e~ ————
MGV-GENOME-0366484:24,196-43,316 (+)
10000 nt i
DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail unknown function defence (DefenseFinder)
— I —_—

defence (PADLOC) virulence (VFDB) pseudogene




