
MGV-GENOME-0242105: 29,288-35,110 (+)

exonuclease (CDS_0043)
44 45 46 47 48 49 50 51 52 53 54 55

MGV-GENOME-0247863: 29,896-35,929 (+)

48 49 50 51

uvig_568081: 30,055-35,592 (+)

54 55

MGV-GENOME-0241704: 30,339-35,223 (+)

46 47

MGV-GENOME-0251535: 31,318-36,540 (+)

54 55

MGV-GENOME-4414381: 32,144-37,608 (+)

51 52 53 54

MGV-GENOME-0252565: 31,304-36,619 (+)

52 54 55

MGV-GENOME-0240556: 29,667-35,076 (+)

51 52 53

uvig_15147: 23,215-28,733 (+)

46 47 48

MGV-GENOME-0247895: 30,338-36,397 (+); 1-3,302 (+)

1 2 352 53 54

uvig_569417: 29,346-36,580 (+); 1-3,299 (+)

51 52 53 54 55 56 HNH endonuclease (CDS_0060) 61

uvig_543867: 29,269-35,287 (+)

50 51 52 53 54 55

MGV-GENOME-0243273: 29,385-35,452 (+)

43 44 45 48 51

MGV-GENOME-0240892: 29,861-34,795 (+)

47

uvig_48308: 30,726-36,364 (+)

51 52 53
vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (CDS_0054)

55

MGV-GENOME-0245784: 30,726-35,826 (+)

51 52 53

MGV-GENOME-0238784: 28,943-34,639 (+)

45 48 49

uvig_181349: 32,089-35,178 (+)

53

uvig_94910: 2-3,673 (-)

1

uvig_199604: 29,406-37,021 (+); 1-3,227 (+)

46 47 48 49 51

4000 nt

DNA, RNA and nucleotide metabolism unknown function AMR (AMRFinderPlus)


