37 MTase_|I_00015 Type (CDS_0038) 39

|MGVR?UV|6733000459887119043|33OOO45988\GaO4957767102794 26,160-32,601 (+)
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SAMEA2737939_b1 _ct1:25,489-31,972 (+)
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IMGVR_UViG_3300011982_000056|3300011982|Ga0119773_1000045: 26,049-32,387 (+)
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IMGVR_UViG_3300008098_000007|3300008098|Ga0114255_100493: 26,748-33,020 (+)
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SRS144621 al ct28306:26,900-33,177 (+)
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MGV-GENOME-0249670:27,617-33,819 (+)
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SAMEA2737997 b1 _ct2:26,710-32,988 (+)
37 38

MGV-GENOME-0244095:26,773-33,070 (+)
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unknown function defence (PADLOC)




