endolysin (CDS_0032)
tail protein (CDS_0026) 29 35 37 40 47 51 56
25 27 28]30 31|33 34 736138394142 43 44 45 46 [48 49 5052535455 5758
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uvig 225967:14,547-48 457 (+)

endolysin (CDS_0032) 35 37 40
31 ]33 34 136738394142 43 44 45 46 47 4849 50 51

L
M3_2019_SRR341698_NODE_268_|€ngth_65586_COV_12120288: 14,547-50,142 (+)
endolysin (CDS_0032)
31[33 34 35 36

MGV-GENOME-0339012: 14,547-37,804 (+)
endolysin (CDS_0032) 36 38 41
31 [33 34 35 [377]3940] 4243 44 45

uvig 323301: 18,678-40,976 (+)
30 32
4 29731733 34 35

N

MGV-GENOME-0307018:14,146-32,800 (+)
tet MFS_A_B_C_D-NCBIFAM Tet(A)/Tet(B)/Tet(C) family tetracycline efflux MFS transporter (NFO12174.0) (CDS_0055)
RM_Type_lI_Type_ll_MTases_FAM_3 (CDS_0038)
amﬁe’ge(CDS_OO40) PDC-M03B_WP_159721333.1 (CDS_0047) NEase_lI_00007 Type (CDS_0054) 61 63
| 39741 42 43 4445 46 | 48 49 50 51 52 53 | | 56 57 58 59 60| 62] 6465 66 67 68

. ''w & 3] 1 7195 8§ || §_ _— _‘§_§p | ] ' B ;N |
uvig_115634:27,735-63,981 (+)
RM_Type_ll_Type_ll_MTases_FAM_3 (CDS_0033)
PDC-M03B_WP_159721333.1 (CDS_0041)
amidase (CDS_0034) 38 51
2930 | T35 36 37 [39 40 | 42 43 44 45 46 47 48 49 50[52 535455 56 57

4
—

uvig_136212: 14,540-56,559 (+)
PDC-MO3B_WP_159721333.1 (CDS_0038)
amidase (CDS_0031) 35 39
32 33 34 [36 37 | |40 414243 44 45
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uvig_297120:18,678-42,040 (+)
PDC-M03B_WP_159721333.1 (CDS_0038)

39

amidase (CDS_0031) 35
32 33 34 [36 37 | [40 41 42

| 8
4{
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MGV-GENOME-0327474:18,678-39,801 (+)

RM_Type_II_Type_ll_MTases_FAM_3 (CDS_0037)
PDC-M03B_WP_159721333.1 (CDS_0045)
amidase (CDS_0038) 42 47
39 40 41 43 44 | 46] 4849 50 51 52
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SAMEA2580097_al ct60913 vs1:27,735-45,789 (+)
10000 nt i
lysis tail unknown function defence (DefenseFinder) defence (PADLOC) AMR (AMRFinderPlus)
— L]




