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Ma_2019_SRR341698_NODE_268_length_65586_cov_12.520288: 14,547-50,142 (+)
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MGV-GENOME-0307018: 14,146-32,800 (+)
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tet_MFS_A_B_C_D-NCBIFAM Tet(A)/Tet(B)/Tet(C) family tetracycline efflux MFS transporter (NF012174.0) (CDS_0055)
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uvig_136212: 14,540-56,559 (+)
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uvig_297120: 18,678-42,040 (+)
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SAMEA2580097_a1_ct60913_vs1: 27,735-45,789 (+)
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