
uvig_326369: 2-3,250 (+)

1 2 3
retron_type_VI_hth_cluster2_1 (CDS_0004)

5 retron_type_V_csd_cluster85_1 (CDS_0006)

uvig_173579: 24,198-27,685 (-)

50

uvig_408256: 1-3,252 (+)

1

uvig_200387: 27,018-30,935 (-)

54

uvig_164666: 1-3,694 (+)

1

uvig_16673: 29,050-32,406 (-)

58

uvig_529900: 28,578-33,073 (-)

58

uvig_55787: 1-3,883 (+)

1

uvig_42001: 27,091-31,036 (-)

55

uvig_267068: 3-3,874 (+)

1 Paris_II__AriA_AAA21___All_AAA21_ali (CDS_0006)

uvig_559054: 30,333-45,896 (-)

6061626364
FAS-II (VF0809) (CDS_0065)

Michele_1A_hits_grouped (CDS_0066)

676869
PDC-S01_WP_076465573.1 (CDS_0070)

71

uvig_53841: 25,236-37,711 (-)

5152535455
FAS-II (VF0809) (CDS_0056)

Michele_1A_hits_grouped (CDS_0057)

5859

acyl carrier protein (CDS_0060)

uvig_29133: 103-8,424 (+)

1 2 3 4 5

uvig_423587: 3-8,206 (+)

1 2 3 4 5

uvig_211359: 1-11,691 (+)

ribosomal protein S21 (CDS_0001)

2
ABC transporter (VF0818) (CDS_0003)

4 5 6 7 CD0873 (VF0593) (CDS_0008)

MGV-GENOME-0272628: 31,214-40,792 (-)

endolysin (CDS_0062)63
transposase (CDS_0064)

656667

RT_III-AM_III-B_2 (CDS_0068)

69

uvig_135104: 96-17,713 (+)

1

tet_MFS_A_B_C_D-NCBIFAM Tet(A)/Tet(B)/Tet(C) family tetracycline efflux MFS transporter (NF012174.0) (CDS_0002)

3
ABC transporter (CDS_0004)

ABC-type heme transporter (VF0739) (CDS_0005)

6 7 8 9 10 11 12

7000 nt

integration and excision lysis moron, auxiliary metabolic gene and host takeover transcription regulation unknown function defence (DefenseFinder) defence (PADLOC) virulence (VFDB)

AMR (AMRFinderPlus)


