FtsK/SpolllE-like protein (CDS_0010)
9 11 12 tRNAsplicing ligase (CDS_0013) 14 15

-
N
w
N
w
o
~N
o

uvig_| 51532 2-8,746 (+)
55 54

w
w
w
N

51 50 FtsK/SpolllE-like protein (CDS_0049)

uvig_64225:24,268-32,421 (-)
63 62 61 60 FtsK/SpolllE-like protein (CDS_0059)

o
b

uvig 29133:30,019-37,143 (-)
2 3 4 5 FtsK/SpolllE-like protein (CDS_0006)

-

uvig_16673:350-7,465 (+)
1 2 3 4 5 6 FtsK/SpolllE-like protein (CDS_0007)

uvig_45972_:32-7,459 (+)

FtsK/SpolllE-like protein (CDS_0054)
60 59 58 57 56 55 53 51

uvig_267068:23,702-31,688 (-)

1 2 3 4 5 6 7 8 9 FtsK/SpolllE-like protein (CDS_0010)
S N oty NNy S S N, —, "/ VU, EO—— — S—

uvig 492284 :3-10,021 (+)
1 2 3 4 5 6 7 8 FtsK/SpolllE-like protein (CDS_0009)

uvig_130038:613-9,590 (+)
75

~
o
N
N
~N
w

72 71 70 FtsK/SpolllE-like protein (CDS_0069)

uvig_135104: 38 922-46,884 (-)

terminase small subunit (CDS_0065)
64

[oN
[2)
o
[N}
o
=N
[oN
o
[
el
9
©

H
|
i
|
|
|
|
|3
i
|
|

57 56 55 FtsK/SpolllE-like protein (CDS_0054)

uvig_. 329670 25393-35,971(-)

1 2 3 4 5 6 7 8 FtsK/SpolllE-like protein (CDS_0009)
c  —aa T O T T
uvig 559054:3-10,347 (+)
1 2 3 4 5 6 7 8 9 10 FtsK/SpolllE-like protein (CDS_0011)
O o O ey O I, S Ty N S, N ) Sy S ey WO, O — w— S—

MGV-GENOME-0272628:1-10,324 (+)

o
-
o3
o
w
~o
w
©
w
~N
w
o

55 54 FtsK/SpolllE-like protein (CDS_0053)

uvig_. 55787 24,863-33408 (-)

FtsK/SpolllE-like protein (CDS_0010)
9 11

N
N
w
IS
G}
o
~
©
=
o

uvig 529900: 969-10,087 (+)
FtsK/SpolllE-like protein (CDS_0061)

uvig_423587:29,679-34,552 (-)
FtsK/SpolllE-like protein (CDS_0059)
58

B
I
E

uvig_211359:31,862-36,736 (-)
3

w

uvig_326369: 24,803-29,123 (-)

!

uvig 53841:2-4071 (+)
9

N

uvig_49609:22,542-26,647 (-)

4000 nt
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