
uvig_278782: 17,078-31,134 (+)

20 21 22 23 24 25 26 27 28
tRNA-Undet(NNN)

29 30 31 32 33 3435

transcriptional regulator (CDS_0036)

37 38
exonuclease VIII (CDS_0039)

NinG/ Rap DNA junction specific endonuclease (CDS_0040)

41 42

MGV-GENOME-0236707: 16,462-26,988 (+)

18endolysin (CDS_0019) 26 27

uvig_476481: 17,242-31,139 (+)

23 26 27 DNA methyltransferase (CDS_0029)
integrase (CDS_0030)

31 32 33 34
transcriptional regulator (CDS_0035)

uvig_140339: 17,927-34,736 (+)

24
PDC-S05_WP_013135363.1 (CDS_0025)

DNA methyltransferase (CDS_0030) 31 32 33 34 35 36
transcriptional regulator (CDS_0037)

uvig_203938: 15,872-31,293 (+)

17 18 22 23 24 25 26
DNA methyltransferase (CDS_0027)

28 29 30 31 32 33
transcriptional regulator (CDS_0034)

MGV-GENOME-0268090: 16,075-29,862 (+)

20 21 DNA methyltransferase (CDS_0026) 27 28 29 30 31
transcriptional regulator (CDS_0032)

uvig_307931: 16,654-26,432 (+)

27

uvig_55727: 17,013-27,361 (+)

28

MGV-GENOME-0216696: 15,630-24,756 (+)

22 25

MGV-GENOME-0209259: 16,949-25,800 (+)

21 22 23 26

uvig_244081: 15,764-26,377 (+)

22 23 24 25 26 27 29

SAMN11893756_a1_ct2592: 15,871-27,147 (+)

22
PDC-S05_WP_013135363.1 (CDS_0023)

24 25 26 27

IMGVR_UViG_3300029610_000024|3300029610|Ga0245132_100756: 15,693-28,412 (+)

22 23 24 25 26
RM_Type_II__Type_II_MTases_FAM_36 (CDS_0027)

28 29 transcriptional regulator (CDS_0030)
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