anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0054)
MazG-like pyrophosphatase (CDS_0058)
Holliday junction resolvase (CDS_0056)
DNA binding protein (CDS_0059)

55 57 \ 60 61 62 63 6465 66 67 68  transcriptional activator (CDS_0069)
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uvig_454485:41,063-46,454 (+)

DNA binding protein (CDS_0047) 48 49 50 52 53
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SRS042131 _al ct27554:31,156-37,849 (+)

RusA-like Holliday junction resolvase (CDS_0043)
HNH endonuclease 46 47 48 50 51 52
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IMGVR_UViG_3300045988_034276|3300045988|Ga0495776_086655: 30,425-36,148 (+)

41 42 46 47 48 49 53

IMGVR_UViG_3300007753_000010|3300007753]|Ga0105778_100104: 30,249-37,318 (+)

45 46 47 48
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SRS024580 a1 ct24083 vs01:30,321-37,390 (+)

HEase_00016 homing (CDS_0044) 50 51 52 53 54 55
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SRS075347_al ct40158 vs1:29,939-37,948 (+)

16 17 118 19 26 27

IMGVR_UViG_3300008136_000010|3300008136|Ga0113979_100589:4,599-13,012 (+)
anti-CRISPR-Cas evasion by DNA repair (AP1S149) (CDS_0036)
35 37 43 44 45

IMGVR_UViG_3300008090_000006|3300008090/Ga0114309_100274: 28,503-37,122 (+); 1-1,308 (+)
50 51 52 53
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SRS019270_al ct2038:30,651-36,573 (+)

Erf-like ssDNA annealing protein (CDS_0039)
Mu Gam-like end protec{ion (CDS_0038) 41 DNA binding protein (CDS_0045) 46 47

SRS054976_al ct5057:28,097-34,552 (+)
DNA methyltransferase (CDS_0039) 43 44 45
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IMGVR_UViG_3300007648_000037|3300007648|Ga0105531_100348: 25,973-33,889 (+)
18 19 20 24

SRS149961_al_ct10773_vs1:4,691-11,752 (+)

DNA binding protein (CDS_0052)
Holliday junction resolvase (CDS_0049) 53 54 55 57 58

N S— I I
SRS015484 a1 ct14253 vs1:32,037-37,337 (+)
transcriptional regulator (CDS_0022)
21 23 24 25 27 28 29 30 31 32
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SRS149078 _al ct24144 vs01:9,183-16,938 (+)

RusA-like Holliday junction resolvase (CDS_0013)
HEase_00016 homing (CDS_0012)

4 5 6 8 9 exonuclease (CDS_0010) \ 14 16 17 18
| I e — I
MGV-GENOME-0316739:1,837-9,455 (+)

43 44 45 46 47 48 49
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IMGVR_UViG_3300008133_000278|3300008133|Ga0111365_100136|7657-46276:28,324-36,601 (+)
MazG-like pyrophosphatase (CDS_0047)
MazG-like pyrophosphatase (CDS_0048)
Holliday junction resolvase (CDS_0045)
DNA binding protein (CDS_0049)
40 42 44 46 | | 50 51 54
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SRS148676_al _ct8815:27,892-35,656 (+)
3000 nt i
DNA, RNA and nucleotide metabolism other transcription regulation unknown function defence (PADLOC) anti-defence (dbAPIS) tRNA pseudogene
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