endolysin (CDS_0050) Type IV pili (VF1229) (CDS_0056) Retron_VI_HTH (CDS_0061)
holin (CDS_0049) 51 52 53 54 55 57 58 59 60 62

SRS149961 _al_ct10773_vs1:30,978-40,502 (+)
50 51
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MGV-GENOME-0316739:30,027-37,937 (+)
DnaD-like helicase loader (CDS_0034)
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IMGVR UViG_3300007566 OOOS48|3300007566\Ga0104970 1000175|1-39604: 18,809-29,094 (+)
26 27

IMGVR UViG_3300008133_000278|3300008133|Ga0111365_100136|7657-46276:18,809-28,110 (+)

Type IV pili (VF1229) (CDS_0029)
26 27 28
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SR5063193 al ct98158 vsl: 18 809-30,589 (+)

IMGVR_UViG. 3300007753 000010|3300007753|Ga0105778_100104: 18,517-27.281 (+)
26 27 28 29 30 31

SRS015484 a1 ct14258 vs1:18,528-29,068 (+)
capH (CDS_0035)
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SRS075347_al_ct40158 vs1:19,146-27,706 (+)

w
N

replication initiation protein (CDS_0001) 3

IMGVR_UViG_3300008136 OOOOIO|3300008136\630113979 100589: 30,597-37,585 (+); 1-1,985 (+)
anti-CRISPR-Cas (AcrllA6) (CDS_0027)
26 HEase_00016 homing (CDS_0029) 32

wW
w

I N S E—
SRS057931 a1 ct7301:18,509-28,144 (+)
Holliday junction resolvase (CDS_0035)
DnaD-like helicase loader (CDS_0033)
28 29 34 \ 36 mazG nucleotide pyrophosphohydrolase (CDS_0037)

I —— R ——
SRS098065_al ct114917 vs01:19,115-28,130 (+)
Retron_VI__HTH (CDS_0072)

——
SRS149078_al_ct24144 vs01:39,327-44,534 (+)

Le'g'on_type_vI_hth_cluster2_1 (CDS_0058)
DnaD-like helicase loader (CDS_0057)

IMGVR_UViG_3300006321_000039|3300006321|Ga0099624_100446:31,243-36,669 (+)
4000 nt i
DNA, RNA and nucleotide metabolism lysis other unknown function defence (DefenseFinder) defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS)
— I




