
IMGVR_UViG_3300045988_109773|3300045988|Ga0495776_038968: 1-23,354 (+)

1
ParB-like partition protein (CDS_0002)

tail fiber protein (CDS_0003) tail protein (CDS_0004)
tail protein (CDS_0005)

6

minor tail protein (CDS_0007)
minor tail protein (CDS_0008)

minor tail protein (CDS_0009)

tail length tape measure protein (CDS_0010)
tail assembly chaperone (CDS_0011)

TemPhD_cluster_58470: 48,629-51,267 (+); 1-21,938 (+)

652

TemPhD_cluster_57840: 51,541-54,171 (+); 1-23,241 (+)

lipoprotein (CDS_0006)

IMGVR_UViG_2888697747_000001|2888697747|2888697752: 1-23,630 (+)

lipoprotein (CDS_0006)

TemPhD_cluster_46925: 48,374-51,003 (+); 1-22,662 (+)

lipoprotein (CDS_0006)

IMGVR_UViG_2851443076_000001|2851443076|2851443078: 1-23,644 (+)

lipoprotein (CDS_0006) tail length tape measure protein (CDS_0011)

MGV-GENOME-4426722: 1-23,353 (+)

6

IMGVR_UViG_3300028955_000002|3300028955|Ga0169715_100068: 1-23,312 (+)

6

TemPhD_cluster_57876: 51,415-54,044 (+); 1-23,264 (+)

tail protein (CDS_0005) 7

TemPhD_cluster_31341: 49,896-52,525 (+); 1-23,182 (+)

6

TemPhD_cluster_58413: 48,835-51,482 (+); 1-20,419 (+)

tail protein (CDS_0004) lipoprotein (CDS_0006)

TemPhD_cluster_57911: 51,241-53,870 (+); 1-23,736 (+)

4 tail protein (CDS_0005) lipoprotein (CDS_0007)

IMGVR_UViG_2718217735_000001|2718217735|2718227865: 1-20,233 (+)

transposase (CDS_0003) 7 tail length tape measure protein

IMGVR_UViG_3300044212_000020|3300044212|Ga0455833_0278: 1-23,017 (+)

tail fiber protein (CDS_0003) tail protein (CDS_0004) 6

uvig_119453: 1-22,195 (+)

tail protein (CDS_0004) tail protein (CDS_0005) 7

MGV-GENOME-0321818: 52,457-55,085 (+); 1-23,518 (+)

4 tail protein (CDS_0005) lipoprotein (CDS_0007)

IMGVR_UViG_3300045988_130559|3300045988|Ga0495776_057823: 1-20,851 (+)

4 tail protein (CDS_0005) lipoprotein (CDS_0007)

uvig_314349: 1-11,527 (+)

tail protein (CDS_0003)

MGV-GENOME-0318693: 1-23,005 (+)

tail protein (CDS_0004) tail protein (CDS_0005) 7

TemPhD_cluster_57672: 51,638-54,907 (+); 1-23,463 (+)

tail protein (CDS_0004)55

uvig_315883: 1-19,205 (+)

tail fiber protein (CDS_0003) tail protein (CDS_0004)

uvig_395439: 1-16,866 (+)

tail protein (CDS_0004) tail protein (CDS_0005)

uvig_316330: 51,415-54,881 (+); 1-23,243 (+)

tail protein (CDS_0004) tail protein (CDS_0005)

TemPhD_cluster_46432: 51,361-54,827 (+); 1-23,190 (+)

tail fiber protein (CDS_0004) tail protein (CDS_0005)

IMGVR_UViG_3300045988_125624|3300045988|Ga0495776_005469: 51,479-54,945 (+); 1-23,307 (+)

tail protein (CDS_0004) tail protein (CDS_0005)

TemPhD_cluster_57706: 51,323-54,777 (+); 1-23,397 (+)

4 tail protein (CDS_0005)

TemPhD_cluster_19212: 51,589-55,055 (+); 1-23,417 (+)

4 5 tail protein (CDS_0006)

IMGVR_UViG_3300029140_000002|3300029140|Ga0120226_1028: 51,035-54,501 (+); 1-22,864 (+)

tail protein (CDS_0004) tail protein (CDS_0005)

TemPhD_cluster_40203: 44,675-48,141 (+); 1-18,057 (+)

tail protein (CDS_0004)

TemPhD_cluster_39672_: 47,822-51,306 (+); 1-19,546 (+)

tail protein (CDS_0004)

TemPhD_cluster_39428_: 51,643-55,354 (+); 1-20,093 (+)

tail fiber protein (CDS_0003)55

TemPhD_cluster_57636: 51,347-55,058 (+); 1-22,002 (+)

tail fiber protein (CDS_0003) tail protein (CDS_0004)

TemPhD_cluster_58630: 47,134-50,588 (+); 1-20,576 (+)

3 lipoprotein (CDS_0006)

TemPhD_cluster_34951: 45,502-48,996 (+); 1-19,667 (+)

6

IMGVR_UViG_2925462933_000001|2925462933|2925462936: 1-23,020 (+)

3
tail fiber protein (CDS_0004)

tail protein (CDS_0005) tail protein (CDS_0006) lipoprotein (CDS_0008)

IMGVR_UViG_2907875362_000001|2907875362|2907875367: 1-20,717 (+)

UmuD-like protein (CDS_0003)
tail fiber protein (CDS_0004) tail protein (CDS_0005)

TemPhD_cluster_58377: 48,215-51,671 (+); 1-21,294 (+)

3 tail fiber protein (CDS_0004) 7

IMGVR_UViG_2767802210_000001|2767802210|2767831495: 1-20,641 (+)

membrane associated protein (CDS_0004)
outer membrane protein (CDS_0005) tail protein (CDS_0006) 8

IMGVR_UViG_3300045988_120696|3300045988|Ga0495776_114271: 1-20,070 (+)

tail fiber protein (CDS_0003)
membrane associated protein (CDS_0004)

5 tail protein (CDS_0006)

TemPhD_cluster_34740: 47,818-51,284 (+); 1-19,585 (+)

4 tail protein (CDS_0005) lipoprotein (CDS_0007)

AY374448.1: 1-19,562 (+)

UmuD-like protein (CDS_0003)
4 tail protein (CDS_0005)

TemPhD_cluster_57755: 51,903-54,532 (+); 1-23,817 (+)

tail fiber protein (CDS_0003)

membrane associated protein (CDS_0004)
outer membrane protein (CDS_0005)

6 lipoprotein (CDS_0008)

TemPhD_cluster_57736: 52,012-54,632 (+); 1-24,111 (+)

8

TemPhD_cluster_46424: 52,466-55,095 (+); 1-24,071 (+)

8

uvig_164018: 1-23,122 (+)

tail fiber protein (CDS_0003)

membrane associated protein (CDS_0004)
outer membrane protein (CDS_0005)

tail protein (CDS_0006)

TemPhD_cluster_46553: 51,014-53,643 (+); 1-23,721 (+)

8

TemPhD_cluster_57610: 51,516-55,197 (+); 1-23,603 (+)

tail fiber protein (CDS_0003)

membrane associated protein (CDS_0004)
outer membrane protein (CDS_0005)

6

TemPhD_cluster_46545: 50,104-53,785 (+); 1-22,609 (+)

tail fiber protein (CDS_0003)

Cor anti-superinfection exclusion (APIS032) (CDS_0004)
membrane associated protein (CDS_0005)

outer membrane protein (CDS_0006)
tail protein (CDS_0007)

TemPhD_cluster_57605: 51,427-55,138 (+); 1-23,606 (+)

tail fiber protein (CDS_0003)

membrane associated protein (CDS_0004)
outer membrane protein (CDS_0005)

tail protein and host specificity (CDS_0006)

TemPhD_cluster_16773: 50,967-54,648 (+); 1-23,110 (+)

tail fiber protein (CDS_0003)

membrane associated protein (CDS_0004)
outer membrane protein (CDS_0005)

tail protein (CDS_0006)

TemPhD_cluster_57863: 50,996-54,068 (+); 1-23,308 (+)

tail fiber protein (CDS_0003)

membrane associated protein (CDS_0004)
outer membrane protein (CDS_0005)

6
transcriptional repressor (CDS_0053)

IMGVR_UViG_2808606811_000001|2808606811|2808653076: 8,360-30,798 (-)

tail protein (CDS_0018)

outer membrane protein (CDS_0019)
membrane associated protein (CDS_0020)

21
tail fiber protein (CDS_0022)

TemPhD_cluster_28828: 50,642-54,106 (+); 1-23,561 (+)

tail protein (CDS_0004) tail protein (CDS_0005) tail length tape measure protein (CDS_0011)

tail assembly chaperone (CDS_0012)
major tail protein (CDS_0013)

10000 nt

DNA, RNA and nucleotide metabolism integration and excision moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function

anti-defence (dbAPIS) tRNA


