anti-termination protein Q-like (CDS_0044)

o

transcriptional regulator (CDS_0045) transcriptional repressor (CDS_0053)
DEDDh_I_II_III_IV_V_VI_1 (CDS_0043) 48 anti-repressor Ant (CDS_0055)
| | 46 replication (CDS_0047) Ta9 50 51 52 |54 56
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IMGVR UVIG_! 2922855690 _000001(2922855690|2922855695: 41, 104 56 666 (+)
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TemPhD _cluster_. 57840 40,471-54,171 (+); 1-1,164 (+)
47 48 49 50
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IMGVR UVIG_ 2718218149 _000001(2718218149|2718228695: 40, 992 56,173 (+)
2019 18 17

IMGVR UVIG_! 2728369405 _000001|2728369405|2728434830:8,947- 24 127 ()
4950 51 52

IMGVR_UVIiG_ 2925462933 _000001|2925462933]|2925462936: 40, 825 53,693 (+)
575655 54 53

IMGVR UVIG_! 2808606811 _000001|2808606811|2808653076: 48,860-64, 331( )
505152 53 54
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IMGVR_UViG_2728369383_000001|2728369383|2728434729:10,562-26,576 (-)
49505152 53 54

TemPhD _cluster_: 28824 41,838-56,170 (+); 1-1,164 (+)
49 5051 52 53

TemPhD_cluster_19216:41,200-55,055 (+); 1-1,164 (+)
48 49 50 51 52
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5152 53 54 transposase (CDS_0055)
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5556 57 58 5960

B D I
MGV-GENOME-0316919:39,716-52,212 (+)
47 48 49 50 51
s I N S I
TemPhD_cluster_34647:39,785-53,943 (+); 1-1,164 (+)

47 484950 51

tail protein (CDS_0017)
27 262524 23 tail protein (CDS_0018)

48 4950 51 52

uvig_315883:37,037-48,993 (+)

49 505152 53

uvig_315145:43,052-55,771 (+); 1-1,164 (+)
29 282726 25

ParB-like partition protein (CDS_0020)

IMGVR UVIG_ 2627853793 _000001|2627853793|2627889808: 29,071-42, 229( )
27262524 23 tail protein (CDS_0018)

' I E—
MGV-GENOME-0285577: 14,046-32,048 (-)
5 50 51 5253

I

AY374448 1:38,917-50, 894( )
54 55 56

IMGVR_UViG_2907875362_000001|2907875362|2907875367:39,377-51,126 (+)
48 49 50

TemPhD_cluster_58061:40,747-53,222 (+); 1-1,164 (+)
48 49 50 51

I . E——
MGV-GENOME-0318486:40,873-52,649 (+)

48 49 50 51

TemPhD_cluster_57866:41,572-54,054 (+); 1-1,164 (+)

48 49
I I B L] I S I
TemPhD_cluster_58222:40,786-52,489 (+); 1-1,164 (+)

4849 50

TemPhD_cluster_31341:40,337-52,525 (+); 1-1,164 (+)
4546 47

I E——
MGV-GENOME-0282761:30,597-42,078 (+)

4748 49
I I B - I S I
TemPhD_cluster_58169:40,708-52,711 (+); 1-1,164 (+)

3132 33

5051 52 53

B S S I —
IMGVR_UViG_2896789908_000001|2896789908|2896789912:41,006-54,173 (+)

4647 48 49
I N S —— I I I
TemPhD_cluster_57670:41,036-54,905 (+); 1-1,164 (+)

4748 49 50 51 52

" EE—— — I E—— —
TemPhD_cluster_57362:40,841-56,632 (+); 1-1,164 (+)

5455 56

- e—
SAMNO00991595_a1_ct2355_vs1:40,322-49,766 (+)

5455 56

IMGVR_UViG_3300045988_120696|3300045988|Ga0495776_114271:40,322-51,743 (+)
5455 56 61

IMGVR_UViG_2767802210_000001|2767802210|2767831495:40,316-52,451 (+); 1-1,164 (+)

2625 24 outer membrane protein (CDS_0019) tail protein (CDS_0018)
— I I I I I
IMGVR_UViG_2767802184_000001|2767802184|2767829553: 14,150-36,543 (-)
53 545556
E— I I . I E— I
TemPhD_cluster_34740:38,447-51,284 (+); 1-1,164 (+)
5051 52 53 54 anti-repressor Ant (CDS_0057)

— N E— P E—
IMGVR_UViG_3300044212_000020|3300044212|Ga0455833_0278:42,148-55,401 (+)
42 DEDDh_I_II_II_IV_V_VI_1(CDS_0043) 48 49 5051 52

R EE—— —
TemPhD_cluster_58104:40,417-53041 (+); 1-1,164 (+)

DNA polymerase exonuclease subunit (CDS_0041) 36 3534 33 transcriptional repressor (CDS_0032)

i
| |
<>
| I

IMGVR_UViG_2811995332_000006|2811995332|2812089642: 24,576-36,541 (-)

40 353433 32 transcriptional repressor (CDS_0031)
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34333231 SDIC3_SDIC3C (CDS_0030)

AF064539.1:24,429-36,508 (-)
transcriptional repressor (CDS_0031)
3433 32 | 28

TemPhD_cluster_48216:24,374-36,758 (-)

3736 35  transcriptional repressor (CDS_0034)

I I B . —— I
IMGVR_UViG_2912301847_000001|2912301847|2912301850: 26,810-38,619 (-)
transcriptional repressor (CDS_0023)
26 tail protein (CDS_0018)
27 T25 24 tail protein (CDS_0019) minor tail protein (CDS_0017)

!

MGV-GENOME-0261465: 13,402-30,192 (-)
3029 24 28 22 anti-repressor (CDS_0020)

I S
IMGVR_UViG_2896813311_000001|2896813311|2896813313:15,226-27,172 (-)
8000 nt {
DNA, RNA and nucleotide metabolism integration and excision other tail transcription regulation unknown function defence (DefenseFinder)
I —_—




