
IMGVR_UViG_2938756752_000001|2938756752|2938756753: 38,511-43,762 (+)

35
transcriptional regulator (CDS_0036)

37 38

transcriptional regulator (CDS_0039)

40 41 42 43
DEDDh_I_II_III_IV_V_VI_1 (CDS_0044)

anti-termination protein Q-like (CDS_0045)
transcriptional regulator (CDS_0046)

47

TemPhD_cluster_46404: 38,768-44,151 (+)

40 41 42

MGV-GENOME-0210112: 13,900-18,788 (+)

26 27

TemPhD_cluster_58630: 34,405-39,656 (+)

38 39 40

IMGVR_UViG_2718218496_000001|2718218496|2718229358: 35,592-40,843 (-)

313233

TemPhD_cluster_57670: 39,011-43,681 (+)

39

TemPhD_cluster_57694: 37,389-43,496 (+)

32 37 38 39

MGV-GENOME-0316919: 35,839-42,361 (+)

42 43 44 45 46 47 48

IMGVR_UViG_3300044212_000020|3300044212|Ga0455833_0278: 38,591-44,793 (+)

40 41
DNA methyltransferase (CDS_0042)

43

AY374448.1: 35,484-45,930 (+)

41 42
DNA methyltransferase (CDS_0043)

44 replication (CDS_0049)

TemPhD_cluster_57672: 39,384-44,888 (+)

39 40 41

TemPhD_cluster_46681: 38,850-44,968 (+)

41 42 43 44 45 46

TemPhD_cluster_46480: 37,953-43,255 (+)

35 36
transcriptional regulator (CDS_0040)

41

TemPhD_cluster_28828: 37,711-43,013 (+)

transcriptional regulator (CDS_0039)
40

TemPhD_cluster_39606_: 36,255-41,307 (+)

transcriptional regulator (CDS_0039)
40

TemPhD_cluster_58104: 38,451-47,449 (+)

39 40 42 DEDDh_I_II_III_IV_V_VI_1 (CDS_0043)

TemPhD_cluster_39448_: 39,083-48,990 (+)

DNA methyltransferase (CDS_0043)

TemPhD_cluster_34740: 34,797-45,472 (+)

42 43 44 45 46 47

IMGVR_UViG_3300045988_120696|3300045988|Ga0495776_114271: 36,353-47,356 (+)

44 45 46
DNA methyltransferase (CDS_0047)

48

IMGVR_UViG_2767802184_000001|2767802184|2767829553: 29,509-40,512 (-)

32
DNA methyltransferase (CDS_0033)

343536

IMGVR_UViG_2925462933_000001|2925462933|2925462936: 64,277-69,284 (-)

75
DEDDh_I_II_III_IV_V_VI_1 (CDS_0076)

7778

TemPhD_cluster_57755: 36,730-43,066 (+)

RM_Type_II__Type_II_MTases_FAM_36 (CDS_0034)
cas12f2_V-F_3 (CDS_0039)

TemPhD_cluster_57636: 35,938-42,026 (+)

cas12f2_V-F_3 (CDS_0037)

TemPhD_cluster_57622: 35,624-42,861 (+)

cas12f2_V-F_3 (CDS_0036)

4000 nt

DNA, RNA and nucleotide metabolism other transcription regulation unknown function defence (DefenseFinder)


