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uvig_51663:14,246-16,583 (+)

MGV-GENOME-0081122: 959-3,658 (-)

MGV-GENOME-0123858:776-2,915 (-)
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MGV-GENOME-0169721:1,093-4,224 (-)

' w

MGV-GENOME-0118334:255-2,840 (-)

MGV-GENOME-0116995:14,283-16,728 (+)

i |
¢ ‘

IMGVR_UViG_3300045988_137423|3300045988|Ga0495776_039227:1,152-3839 (-)
4 3

MGV-GENOME-0123321:634-3,031 (-)
phosphoadenosine phosphosulfate reductase (CDS_0020)
21

uvig_83712:780-3,337 (-)

uvig 452642:14,738-17,041 (+)

| oo

MGV-GENOME-0126641:753-3,192 (-)

uvig_439166:17,180-20,204 (+)

SRR7892433_NODE _45_length_18293_cov_58.177651:312-3491 (-)

N
N

SAMN10080904_a1_ct61241 _vs1:14,802-17,981

T

)
phosphoadenosine phosphosulfate reductase (CDS_0019)
20 22 23

I
MGV-GENOME-0125684:13,361-17,447 (+)
20 21

MGV-GENOME-0125497:14,519-16,992 (+)
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MGV-GENOME-0106108:3-2,165 (-)

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0010)

DNA polymerase (CDS_0012) 11

uvig_552906:721-5,774(-)

2000 nt i
DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover unknown function anti-defence (dbAPIS)




