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8exonuclease

Station163_SUR_ALL_assembly_NODE_1159_length_27589_cov_6.070822: 12-10,085 (+)
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Station168_1ZZ_ALL_assembly_ NODE_5350_length_19758_cov_20.919505: 3-8,485 (+)
20 19

Station124_MXL_ALL_assembly NODE_1572_length_15357_cov_4.371847:8,608-15,313 (-)
23 22 21
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Station189_MES_ALL assembly NODE_5087_length_16940_cov_162.595558:11,664-16,940 (-)
23 22 21
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Station64_MES_COMBINED_FINAL_NODE_4663_length_13638_cov_4.726202:9,174-13,638 (-)
1 2 3

Station31_SUR_ALL _assembly_ NODE_2052_length_18219_cov_5.284023: 3-8,440 (+)
22 21 20

Station34_DCM_ALL_assembly_ NODE_1163_length_16953_cov_5.109480: 8,680-16,952 (-)
1 2 3
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Station175_SUR_ALL assembly NODE_5539 length_18421 cov_138.366547: 1-5,194 (+)
1 2 3
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Station68_DCM_ALL_assembly NODE_690_length_18582_cov_3.956658:2-5,909 (+)
24 23 22

Station76_SUR_ALL_assembly_NODE_1356_length_17853_cov_4.218339:10,428-17,852 (-)
1 2 3
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Station85_MES_COMBINED_FINAL_NODE_6449_length_10205_cov_41.818128:2-4,722 (+)
1 2 3 4

I
Station70_SUR_ALL_assembly NODE_1019_length_22217 _cov_10.586635:44-9,464 (+)
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Station209_SUR_ALL _assembly_NODE_7507_length_12794_cov_7.986577:2-3,974 (+)
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Station138_DCM_ALL assembly NODE_1335_length_11330_cov_7.042129:7,731-11,329 (-)
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Station111_MES_DO_NOT_POOL_NODE _4855_length_11982 _cov_5.686845:1-3,097 (+)
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Station173_DCM_ALL_assembly_ NODE_6965_length_15502_cov_3.133683:1-6,711 (+)
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Statlon138 MES_COMBINED_FINAL_NODE_7740_length_10782_cov_10.793698: 2-5,249 (+)
2 3 4
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Station85_DCM_COMBINED_FINAL_NODE_1974 length_20455_cov_10.467059:3-10,627 (+)

22 21 20 19

Station210_MES_ALL_assembly_ NODE_4327_length_16591_cov_5.157233:8,756-16,590 (-)
20 19 18 17 16

Station68_MES_COMBINED_FINAL_NODE_3050_length_18208_cov_17.352394: 6,378-18,188 (-)

short tail fiber protein (CDS_0027)
30 29 28 26 25 24 23 22 21

Station42_DCM_ALL _assembly NODE 617 _length 25807 _cov_5.231710:9,858-25,805 (-)
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Station155_DCM_ALL assembly NODE_4051 length 19513 cov_14.742677:3-11,678 (+)
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24 23 22
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StatlonSS SUR_ALL_assembly NODE_644 _length_16694 _cov_5.546427:9,593-16,639 (-)

6000 nt i
DNA, RNA and nucleotide metabolism tail unknown function
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