
Station175_SUR_ALL_assembly_NODE_5539_length_18421_cov_138.366547: 9,668-18,097 (+)

17 18
DnaB-like replicative helicase (CDS_0019)

20 21 22 23 24 Dpd__QueC (CDS_0025)
UvsX-like recombinase (CDS_0026)

Station188_DCM_ALL_assembly_NODE_3054_length_21161_cov_5.273524: 13,049-21,032 (+)

21 22 Dpd__QueC (CDS_0023)
UvsX-like recombinase (CDS_0024)

25

Station168_IZZ_ALL_assembly_NODE_5350_length_19758_cov_20.919505: 12,941-19,758 (+)

21 22
Dpd__QueC (CDS_0023)

24

Station68_DCM_ALL_assembly_NODE_690_length_18582_cov_3.956658: 10,325-18,580 (+)

22 23
Dpd__QueC (CDS_0024)

25 UvsX-like recombinase (CDS_0026)

Station168_SUR_ALL_assembly_NODE_3831_length_21213_cov_4.848851: 12,387-21,043 (+)

15 17 18 22 23 Dpd__QueC (CDS_0024)
UvsX-like recombinase (CDS_0025)

26

Station163_SUR_ALL_assembly_NODE_1159_length_27589_cov_6.070822: 14,541-27,589 (+)

22 23 Dpd__QueC (CDS_0024)
UvsX-like recombinase (CDS_0025)

26

HspX (VF0301) (CDS_0027)

28 29 DNA polymerase (CDS_0030) 31

Station64_MES_COMBINED_FINAL_NODE_4663_length_13638_cov_4.726202: 2-4,701 (-)

12

Station209_MES_ALL_assembly_NODE_10067_length_10717_cov_25.005534: 6,285-10,715 (+)

17 18

Station38_SUR_ALL_assembly_NODE_644_length_16694_cov_5.546427: 1-5,201 (-)

12

Station42_DCM_ALL_assembly_NODE_617_length_25807_cov_5.231710: 2-5,460 (-)

12

Station31_SUR_ALL_assembly_NODE_2052_length_18219_cov_5.284023: 12,856-18,218 (+)

22 23

Station76_SUR_ALL_assembly_NODE_1356_length_17853_cov_4.218339: 3-5,978 (-)

123

Station210_MES_ALL_assembly_NODE_4327_length_16591_cov_5.157233: 2-4,965 (-)

1

Station124_MXL_ALL_assembly_NODE_1572_length_15357_cov_4.371847: 1-4,810 (-)

1

Station155_DCM_ALL_assembly_NODE_4051_length_19513_cov_14.742677: 15,456-19,511 (+)

25

Station138_DCM_ALL_assembly_NODE_1335_length_11330_cov_7.042129: 1-3,942 (-)

1

5000 nt

DNA, RNA and nucleotide metabolism other unknown function defence (DefenseFinder) virulence (VFDB)


