anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0037)
RusA-like Holliday junction resolvase (CDS_0045)
WhiB transcriptional factor (CDS_0039)
oMTase_00015 orphan (CDS_0042)
terminase large subunit (CDS_0001)

replication initiation protein (CDS_0035)
4041 Taa 46 47 portal protein (CDS_0002)
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uvig 499190:23,131-28,542 (+); 1-3,412 (+)
WhiB transcriptioilfactor (CDS_0039)
oMTase_00015 orphan (CDS_0042)
43
4041 | 44 45
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MGV-GENOME-0203351:23,076-28,517 (+)
Erf-like ssDNA annealing protein (CDS_0034) WhiB transcriptional factor (CDS_0043)
primosomal protein (CDS_0038)
37 39 42 44
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OTU_3880: 24 482-30,729 (+)

WhiB transcriptional factor (CDS_0051)
40 44 45 46 47 48 4950 | 54

IMGVR _UViG_3300045988_064522|3300045988|Ga0495776_004828:24,825-31,072 (+)
WHhiB transcriptional factor (CDS_0051)
44 45 46 47 48 4950 | 54

MG\/ GENOME-0226807:24,825-31,072 (+)
WhiB transcriptional factor (CDS_0051)
ParB-like partition nuclease (CDS_0056)
44 45 46 47 48 49 50 57 58

WVig 488392 24:825.32.712 (+); 1-1.260 (1)
45
40 41 4243 44 [46
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uvig_195990: 24,053-30,371 (+); 1-3,406 (+)
WhiB transcriptional factor (CDS_0049)
nucleotide kinase (CDS_0043)
46
42 44 457 47 48 | 50 51
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uvwg_371330 24,695-32,325 (+); 1-1,260 (+)
WhiB transcriptional factor (CDS_0048)
45
41 42 4344 4647 | 49 50
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uvig_372525:24,726-30,716 (+)

WhiB transcriptional factor (CDS_0042)
nucleotide kinase (CDS_0041)
40 \ 43 44 ParB-like partition nuclease
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Norman_164 NODE 4 length 29807 _cov_2522.880008: 22,609-28,167 (+)
WhiB transcriptional factor (CDS_0045)
40 41 42 43 44 | 4647 53 54
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IMGVR_UViG_3300045988_011595|3300045988|Ga0495776_010885:22,492-31,117 (+); 1-1,260 (+)

WhiB transcriptional factor (CDS_0043)
39 40 41 42 [ 4445
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IMGVR_UViG_3300045988_010531|3300045988|Ga0495776_010875:22,407-31,087 (+); 1-1,260 (+)
RusA-like Holliday junction resolvase (CDS_0045)
WhiB transcriptional factor (CDS_0044)
nucleotide kinase (CDS_0041)
38 39 40 42 43
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OTU 3950 22,596-30,128 (+); 1-5,441 (+)
39
35 36 37 38T 40 DNA methyltransferase (CDS_0041)

MGV-GENOME-0211893:21,479-30,079 (+); 1-3,406 (+)
39 4344 45 46 47

IMGVR_UVIG_3300014743 000006|3300014743|Ga0134401_100240: 25472-31,364 (+)
33 38 39 40 46

IMGVR_UViG_3300045988_015327|3300045988|Ga0495776_009541: 21,952-29,672 (+); 1-3,407 (+)
38 39 40 41 46
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MGV-GENOME-0202435:22,102-28,411 (+); 1-3,295 (+)
WhiB transcriptional factor (CDS_0043)
nucleotide kinase (CDS_0040)
31 38 34 38 39 41 42 ‘ 44
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uvig_490444 :21,567-29 373( )
WhiB transcriptional factor (CDS_0044)
DNA methyltransferase (CDS_0042)
35 37 41 43 | 45 46 51
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uvig 485884:22,565-29,985 (+); 1-3,357 (+)
WhiB transcriptional factor (CDS_0044)
DNA methyltransferase (CDS_0042)
41 43 | 45 46

\MGVR UVIG 3300045988 014270|3300045988|Ga0495776_009580: 22,565-29,985 (+); 1-3,302 (+)
5000 nt {
DNA, RNA and nucleotide metabolism head and packaging other transcription regulation unknown function defence (PADLOC) anti-defence (dbAPIS)
I




