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MGV GENOME 0379710:91,551- 101 479( )
50 51 52 583 56 60

I N E— IEEEEEEEs———— . S B EE——
MGV-GENOME-0378645:42,394-52,709 (+)

mads_1 (CDS_0095) 98 101 102 103 104 107

MGV-GENOME-0879500: 90,816-99,954 (+)
104  TypeV_V_U4Cas12(CDS 0107)
102 103 | 105106 108

MGV-GENOME-0379694:92,686-101,493 (+)
transposase (CDS_0097) Type_V_Cas14c Cas14c (CDS_0103)
88 93 94 95 96 98 102 104

|

MGV- GENOME 0379717 90,300-101,587 (+)
transposase (CDS_0112)
108 109 110 111 transposase (CDS_0113)

é

uvig_ 83086 98, 867 110, 551( )
88 90 93 94 95 anti-RM (APIS108) (CDS_0097) 100 101

IMGVR_ UV|G 3300045988 176580|3300045988\Ga0495776 159926 82,473-90,452 (+)
96 97 98

IMGVR_UViG_3300029653_000083|3300029653|Ga0245224_100033: 91,861-99,330 (+)
97 99 101 102 103 104

\MGVR UVIG_ 3300045988 _177415|3300045988|Ga0495776 060611 92,278~ 100 538( )
92 94 95

- S D E— R—
IMGVR_UViG_3300045988_178845|3300045988|Ga0495776_060532:83,751-92,548 (+)
64 63 62 60 53

I I N E— N S S

IMGVR_UVIG_3300045988_187575|3300045988|Ga0495776_060612|3-204054: 40,124-49,690 (-)
4000 nt i

integration and excision unknown function defence (PADLOC) anti-defence (dbAPIS)




