DEDDh_I_II_II_IV_V_VI_1(CDS_0115)
105 106 107 108 109 110 111 112 113 114 116 117

i

MGV-GENOME-0379717:100,921-106,549 (+)
103 107

N R I — | T ——
IMGVR_UViG_3300029338_000174|3300029338|Ga0243718_1000023: 98,309-103,633 (+)

127
o1+ O >  —
L __ . ] I I I 1 e
uvig 83086:109,885-115,511 (+)

47
s R, e B |
I N R I I I /"3 §8 |
MGV-GENOME-0376660: 37,406-43,034 (-)

111 Type_V_V_U4 Cas12 (CDS_0113)
o bt —— o e
MGV-GENOME-0379710: 101,117-106,792 (+)
118
I R I — I I e
MGV-GENOME-0379694:101,131-106,453 (+)
acetyltransferase (CDS_0087) 86
I I B

I S EE— I 1 —
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