
MGV-GENOME-0379710: 34,641-45,257 (+)

28 29 30 31
metallo-protease (CDS_0032)
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Cas14u CAS-V-F; (CDS_0042)

43 44 45

IMGVR_UViG_3300045988_174378|3300045988|Ga0495776_060630: 35,610-44,334 (+)

36 37 38 39 43

MGV-GENOME-0379588: 33,227-41,952 (+)
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45

IMGVR_UViG_3300045988_176580|3300045988|Ga0495776_159926: 34,344-46,061 (+)

28 33 34 35 36 37 38

MGV-GENOME-0378394: 110,432-122,150 (-)
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uvig_83086: 36,603-48,787 (+)

37 38 39 40 41 42 43 44 47 MTase_II_00173 Type (CDS_0050)

MGV-GENOME-0378645: 170,537-179,274 (+)

200 Cas14u CAS-V-F; (CDS_0201) 205 206

MGV-GENOME-0376660: 88,653-96,603 (-)

95cas12f2_V-F_3 (CDS_0100)transposase (CDS_0101)

MGV-GENOME-0379472: 34,646-44,626 (+)

36 37 38 39 40 41

IMGVR_UViG_3300045988_178845|3300045988|Ga0495776_060532: 34,646-44,626 (+)

36 37 38 39 40 41

IMGVR_UViG_3300045988_173043|3300045988|Ga0495776_060634: 34,858-43,528 (+)

37 38

IMGVR_UViG_3300045988_187575|3300045988|Ga0495776_060612|3-204054: 91,289-100,505 (-)
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MGV-GENOME-0379618: 91,355-100,505 (-)
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IMGVR_UViG_3300029338_000174|3300029338|Ga0243718_1000023: 35,343-44,785 (+)
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4000 nt

integration and excision other unknown function defence (DefenseFinder) defence (PADLOC)


