SpaH-type pili (VF0727) (CDS_0088)
DnaB-like replicative helicase (CDS_0084) RiIrAislet (VF0529) (CDS_0087)
80 81 82 83 85 86 regulator of chromosome condensation (CDS_0089) 90 91

O A o O ) i

uvig 83086:73,216-88,815 (+)
75 76

CC DI e N, y

EEEEEEE———" E—
IMGVR_UViG_3300029653_000083|3300029653|Ga0245224_100033: 68,889-84,470 (+)

78 79
MGV-GENOME-0379638: 69,253-84,834 (+)

O

IMGVR_UViG_3300045988_177524|3300045988|Ga0495776_159933:69,599-85,210 (+)

27 28
MGV-GENOME-0378645:19,310-34,918 (+)

L
68 69 70 73 74 79 regulator of chromosome condensation (CDS_0080)

KK O — O i )

I
IMGVR_UViG_3300045988_178845|3300045988|Ga0495776_060532: 66,613-81,546 (+)
t 6000 nt i
DNA, RNA and nucleotide metabolism unknown function virulence (VFDB)
N

U I

]

79 80

O — L ) !

¥

]

R RER




