
IMGVR_UViG_3300045988_156048|3300045988|Ga0495776_086724: 27,405-33,371 (+)

23 24 25 26 27 28 29 30
ParB-like partition protein (CDS_0031)

32 33

MGV-GENOME-0309630: 27,654-35,941 (+)

phosphoadenosine phosphosulfate reductase (CDS_0028)29 30 34 35 36 37 38

IMGVR_UViG_3300029388_000243|3300029388|Ga0243998_1000016|41207-81630: 32,460-39,739 (+)

33 34 35 39 40

MGV-GENOME-0239047: 25,435-30,298 (+)

25 26 27

MGV-GENOME-0237549: 26,784-33,891 (+)

26 27 28 ParB-like partition protein (CDS_0029)
PDC-M11B_WP_204471233.1 (CDS_0033)

34 35 36

IMGVR_UViG_3300045988_168403|3300045988|Ga0495776_043597: 30,572-38,189 (+)

32 33 34 38 MTase_II_00037 Type (CDS_0039)

MGV-GENOME-0269281: 26,320-34,339 (+)

27 28 29

IMGVR_UViG_3300029557_000293|3300029557|Ga0245120_100231|56976-93679: 27,254-35,781 (+)

capH (CDS_0019)
20 25 26 27 28 32 33

MGV-GENOME-0242192: 26,594-31,597 (+)

26 27 28 30 31

MGV-GENOME-0274215: 27,000-32,504 (+)

29 30

IMGVR_UViG_3300029711_000344|3300029711|Ga0245193_100577|41-37229: 28,303-33,482 (+)

28 29

MGV-GENOME-0244316: 26,803-32,007 (+)

26 27 28

IMGVR_UViG_3300045988_141476|3300045988|Ga0495776_144310: 26,899-31,576 (+)

27 28

IMGVR_UViG_3300045988_159437|3300045988|Ga0495776_084253: 29,571-36,801 (+)

32 33 34 39 40 41

uvig_310518: 11,580-19,022 (+)

14 19 20 21

MGV-GENOME-0234367: 25,894-33,470 (+)

phosphoadenosine phosphosulfate reductase (CDS_0024) 25

IMGVR_UViG_3300035647_000212|3300035647|Ga0134431_00403|85-38101: 29,369-37,305 (+)

32
phosphoadenosine phosphosulfate reductase (CDS_0033)

34

IMGVR_UViG_3300014783_000153|3300014783|Ga0134390_100015|64-37866: 29,163-37,091 (+)

phosphoadenosine phosphosulfate reductase (CDS_0030) 31

MGV-GENOME-0261496: 30,387-38,005 (+)

31 35 36 37 38

IMGVR_UViG_3300045988_168062|3300045988|Ga0495776_086318: 30,387-38,005 (+)

36 37 38

SAMN09781734_a1_ct8744: 28,284-38,496 (+)

Retron_VI__HTH (CDS_0024)
25 26 31 32

phosphoadenosine phosphosulfate reductase (CDS_0033)
34 35 39

4000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover unknown function defence (DefenseFinder) defence (PADLOC)


