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Lar-like restriction alleviation protein (CDS_0032)
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PDC-M11B_WP_204471233.1 (CDS_0033)
ParB-like partition protein (CDS_0029) 34 35 36
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MTase_lI_00037 Type (CDS_0039)
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PDC-M11B_WP_204471233.1 (CDS_0033)
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IMGVR_UViG_3300029711_000344[3300029711|Ga0245193_100577|41-37229:29,778-37,187 (+)
Lar-like restriction alleviation protein (CDS_0035)
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GV-GENOME-0274215:28,474-36,599 (+)
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GV-GENOME-0234367:27,369-34,181 (+)
Lar-like restriction alleviation protein (CDS_0034)
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IMGVR_UViG_3300045988_141476|3300045988|Ga0495776_144310:28,375-35,385 (+)

Lar-like restriction alleviation protein (CDS_0038)

29 32 phosphoadenosine phosphosulfate reductase (CDS_0033) 37 39 40
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IMGVR_UViG_3300035647_000212|3300035647|Ga0134431_004083|85-38101: 30,562-38,015 (+)

Lar-like restriction alleviation protein (CDS_0035)
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MGV-GENOME-0261496: 31,580-38,714 (+)
a1 42 43 44

IMGVR_UViG_3300045988_168062|3300045988|Ga0495776_086318:31,580-38,714 (+)
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SAMNO9781734 _al ct8744:34,226-39,205 (+)
3000 nt
DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover unknown function defence (PADLOC)




