tail assembly protein (CDS_0020)

LPS (VF0124) (CDS_0021) capH (CDS_0025)
internal virion protein holin (CDS_0019) metallo-protease (CDS_0023) 27
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IMGVR_UViG_3300029388_000243|3300029388|Ga0243998_1000016|41207-81630: 8,403-32,780 (+)

holin (CDS_0018) Retron_VI_HTH (CDS_0024)
14 1516 17Ttai| assembly protein (CDS_0019)
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SAMNO09781734 a1l ct8744:8,435-30,022 (+)

14 1516
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MGV-GENOME-0274215:8,490-27,320 (+)
tail assembly protein (CDS_0019)
holin (CDS_0018)
14 151617 | | 2021 22 LPS(VF0124)(CDS_0023) 27 29

e
IMGVR_UViG_3300030365_000206|3300030365|Ga0245220_100018|148549-188885:8,526-32,021 (+)
endolysin (CDS_0018)
holin (CDS_0019)
14 151617 | [ 20

)
IMGVR_UViG_3300045988_159437|3300045988|Ga0495776_084253:8,422-29,891 (+)
tail assembly protein (CDS_0019)
holin (CDS_0018)
14 151617 | | 20

I [
IMGVR_UViG_3300045988_168403|3300045988|Ga0495776_043597:8,436-30,892 (+)
tail assembly protein (CDS_0018)
holin (CDS_0021)
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14 151617 T20] 22
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IMGVR_UViG_3300045988_168062|3300045988|Ga0495776_086318:8,450-30,707 (+)

tail assembly protein (CDS_0018)
19
14 151617 202122 23 LPS (VF0124) (CDS_0024)

e
IMGVR_UViG_3300029856_000330|3300029856|Ga0245296_100001|193514-233885:8,418-32,162 (+)
LPS (VFO124) (CDS_0019)
18
14 151617] 20 21 28

L —— e —————————————————
IMGVR_UViG_3300035647_000212|3300035647|Ga0134431_00403|85-38101:8,526-30,548 (+)
14 1516 17LPS (VF0124) (CDS_0018)
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IMGVR_UViG_3300014783_000153|3300014783|Ga0134390_100015|64-37866: 8,490-29,483 (+)

internal virion protein (CDS_0008) 13
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MGV-GENOME-0239047: 6,736-25,755 (+)
14 1516

I S |
IMGVR_UViG_3300045988_156048|3300045988|Ga0495776_086724:8,436-27,713 (+)
16
14 157 17

I ——E—
IMGVR_UViG_3300045988_134671|3300045988|Ga0495776_083856:8,486-28,924 (+)
12 1516

I ————
MGV-GENOME-0309630:8,474-27,962 (+)
14

N —— E—
MGV-GENOME-0237549:8,461-27,104 (+)
15 19

N N E—
MGV-GENOME-0269281: 8,411-26,640 (+)
14

I ——
MGV-GENOME-0242192:8,452-26,914 (+)
14 15 16
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MGV-GENOME-0292242:8,418-29,165 (+)
LPS (VFO124) (CDS_0015)
14 18 19 25 26

e
IMGVR_UViG_3300029711_000344|3300029711|Ga0245193_100577(41-37229:10,621-30,086 (+)
k 9000 nt i
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