holin (CDS_0015)
tail protein (CDS_OOIZ?) capP (CDS_0021)
11 12 14]16 17 18 19 20 2223 24

1 Y N A
IMGVR_UViG_7000000111_000287|7000000111|SRS019601 WUGC _scaffold_11569|35828-77800: 9,994-31,437 (+)
15 endolysin (CDS_0016)

I
uvig_245941:10,005-29,364 (+)
1516 endolysin (CDS_0017)

I
uvig 491637_:10,005-30,170 (+)
9 11 1516 17

— — ————— — —§ ——7] | T}
uvig_215412:9,169-30,229 (+)

endolysin (CDS_0017)
15 16 tRNA-GIn(TTG) 19 20 24

—
uvig 33266:9,993-30,587 (+)

I
MGV-GENOME-0304078: 10,024-30,556 (+)

I
IMGVR_UViG_3300045988_161012|3300045988|Ga0495776_171109: 10,005-30,900 (+)

—
MGV-GENOME-0304373: 9,993-30,964 (+)
16 17

e T T i ———————————————— ]
IMGVR_UViG_3300045988_157654|3300045988|Ga0495776_172227:9,993-30,964 (+)
11 12 16 endolysin (CDS_0017)

—— ———— — ——— —— ;& — § _ _§ — _"§ ]
uvig_529200: 9,168-29,447 (+)

15 endolysin (CDS_0016)

I S
SAMNO06164821 _al _ct7515:9,168-29,393 (+)
16 endolysin (CDS_0017)

oy 0 HEPiEEDCK - HXAHD

" — —— ——§ —§ —————— § — —§ 1
MGV-GENOME-0265041:9,168-29,447 (+)

endolysin (CDS_0019)
tail protein (CDS_0015)
13 16 18 20 21 22

I E—
SAMEA2737776_b1_ct33 vs4:9,155-35,914 (+)
15 16 19 20

I
MGV-GENOME-0270172:9,975-32,419 (+)
baseplate hub subunit and tail lysozyme (CDS_0016)
PDC-M69A_WP_216276383.1 (CDS_0021)
15 18 T 2223

e ———————————————————————————————————————— e v e L B B
IMGVR_UVIG_3300045988_137382|3300045988|Ga0495776_026299: 9,989-29,547 (+)
15 21

— ¢ ———————— W —— N N Ty
IMGVR_UViG_3300045988_144413|3300045988|Ga0495776_176106:9,989-28,377 (+)

endolysin (CDS_0016)
15 17 18 22 23 25

— ————— — — ———— T —— i —§ W ]
uvig_337928:9,995-31,795 (+)

16
15[ 17 endolysin (CDS_0018) 23 25

—
uvig 268041:10,022-31,251 (+)
16

I
MGV-GENOME-0348835:9,994-26,157 (+)
1617 23 24

— EE————— S T . E—
MGV-GENOME-0261370:10,024-27,772 (+)

I 10000 nt {
head and packaging integration and excision lysis tail transcriptionregulation unknown function defence (PADLOC) tRNA
- I




