
IMGVR_UViG_646564533_000016|646564533|646564564|5305878-5354286: 24,632-35,448 (+)

26 Dsr_I__Dsr1 (CDS_0027) 28 29

deoxyribonucleoside 5' monophosphate phosphatase (CDS_0030)

31 32 33
Retron_VI__HTH (CDS_0034)

35

IMGVR_UViG_2541047807_000012|2541047807|2541173326|81783-125534: 22,777-30,735 (+)

24 25 26 transcriptional regulator

IMGVR_UViG_2563366853_000001|2563366853|2563393616|2989-50568: 25,056-33,989 (+)

28 29 34

IMGVR_UViG_644736364_000009|644736364|644736332|4953267-4998561: 23,983-32,342 (+)

26 27

IMGVR_UViG_2541047948_000009|2541047948|2541179834|79062-124357: 23,983-30,025 (+)

26 27

IMGVR_UViG_2558860227_000012|2558860227|2558867838|5316719-5366088: 26,626-33,300 (+)

Borvo__BovA (CDS_0028)
excisionase (CDS_0029)

30

IMGVR_UViG_2548876954_000009|2548876954|2549006857|96755-140649: 23,415-29,818 (+)

23
excisionase (CDS_0024)

25 26

NC_049950.1: 25,508-33,332 (+)

27
excisionase (CDS_0028)

29 UmuD-like protein (CDS_0034)
transcriptional repressor (CDS_0035)

uvig_158627: 10,012-24,452 (+)

tail length tape measure protein (CDS_0014)
minor tail protein (CDS_0015)

minor tail protein (CDS_0016)

17 18
acetyltransferase (CDS_0019)

gcu167__gcu167B (CDS_0020) 22
excisionase (CDS_0023)

24

IMGVR_UViG_2531839665_000023|2531839665|2531928711|325873-371460: 24,169-31,877 (+)

24 25 26

IMGVR_UViG_2563366824_000001|2563366824|2563391871|283486-329958: 25,325-37,649 (+)

27
excisionase (CDS_0028)

29 34 35 36 38
primosomal protein (CDS_0039)

40

MTase_II_00118 Type (CDS_0041)
transcriptional repressor (CDS_0042)

43 transcriptional regulator (CDS_0044)

IMGVR_UViG_3300029619_000263|3300029619|Ga0245131_1000009|263497-307864: 23,782-35,564 (+)

33 34 35
transcriptional repressor (CDS_0036)

primosomal protein (CDS_0039) 42

SAMEA2579932_a1_ct5393_vs1: 10,022-27,253 (+)

minor tail protein (CDS_0016) dCTPase (CDS_0022) 23 24
MTase_II_00074 Type (CDS_0025)

26 transcriptional regulator (CDS_0033) 34

IMGVR_UViG_3300028456_000008|3300028456|Ga0307244_104|462086-506083: 23,843-32,411 (+)

24

IMGVR_UViG_2925846512_000010|2925846512|2925846512|4483705-4524469: 25,908-34,142 (+)

38
39 40 41 42

TemPhD_cluster_13737: 24,049-32,530 (+)

30
35

36

CI-like repressor (CDS_0037)

Retron_VI__HTH (CDS_0038)

TemPhD_cluster_50365: 23,412-32,414 (+)

35
3637

CII-like regulator (CDS_0038)
transcriptional regulator (CDS_0039)

transcriptional regulator (CDS_0041)
replication protein (CDS_0043)

TemPhD_cluster_33177: 23,412-31,793 (+)

34
3536

CII-like regulator (CDS_0037)

transcriptional regulator (CDS_0038)

TemPhD_cluster_61696: 24,048-31,888 (+)

34
35 36 37 39 primosomal protein (CDS_0040)

TemPhD_cluster_32926: 26,975-34,519 (+)

CII-like regulator (CDS_0038)
transcriptional regulator (CDS_0039)

TemPhD_cluster_30060: 24,363-33,940 (+)

35 transcriptional regulator (CDS_0039) 40 replication protein (CDS_0041)

TemPhD_cluster_26163: 22,013-32,310 (+)

integrase (CDS_0028) 33 34 35
UmuD-like protein (CDS_0036)

transcriptional repressor (CDS_0037)

TemPhD_cluster_42827: 24,058-33,758 (+)

35 36 37
CI-like repressor (CDS_0038)

39

TemPhD_cluster_33371: 21,621-31,799 (+)

27 32 33 34
CI-like repressor (CDS_0035)

36

6000 nt

DNA, RNA and nucleotide metabolism integration and excision moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function

defence (DefenseFinder) defence (PADLOC) tRNA


