
TemPhD_cluster_54802: 29,974-35,578 (+)

40 41 42 43 44 45 46 47 48 49
NinI-like serine-threonine phosphatase (CDS_0050)

51

IMGVR_UViG_2537561978_000005|2537561978|2537613182: 32,014-37,059 (+)

46 47

TemPhD_cluster_54766: 30,583-35,129 (+)

43 44

TemPhD_cluster_54733: 31,810-36,997 (+)

43 44

IMGVR_UViG_2541047860_000002|2541047860|2541175602: 29,440-34,809 (+)

45

TemPhD_cluster_54893: 30,275-35,623 (+)

45

MGV-GENOME-0332364: 13,394-18,670 (-)

29

TemPhD_cluster_54806: 27,298-32,828 (+)

43 44

TemPhD_cluster_45561: 27,317-32,800 (+)

43 44

TemPhD_cluster_54994: 29,620-34,607 (+)

47

TemPhD_cluster_54946: 27,614-32,908 (+)

42

TemPhD_cluster_45549: 29,937-34,732 (+)

44

TemPhD_cluster_54903: 27,009-34,263 (+)

42 43 cas12f2_V-F_3 (CDS_0047)

TemPhD_cluster_54777: 27,999-34,004 (+)

43 44

TemPhD_cluster_54870: 27,614-33,839 (+)

42 43 44

TemPhD_cluster_55022: 28,695-34,392 (+)

41 42

TemPhD_cluster_54765: 29,158-36,297 (+)

45 46 47 48

uvig_331418: 28,105-34,542 (+)

43 44 45

TemPhD_cluster_54803: 30,151-37,768 (+)

44 45 46 47 48

TemPhD_cluster_54707: 28,777-35,788 (+)

44 45 46 47 48

TemPhD_cluster_54800: 29,926-36,566 (+)

44 45 46

uvig_257740: 11,696-18,261 (-)

272829

uvig_175348: 25,005-31,553 (+)

41 42 43

TemPhD_cluster_54868: 27,756-34,770 (+)

43 44 45 46

TemPhD_cluster_54884: 29,426-36,565 (+)

44 45 46 47

TemPhD_cluster_55077: 26,550-33,802 (+)

41 42 43 44 45

IMGVR_UViG_2579778606_000002|2579778606|2579790174: 27,517-33,952 (+)

41 42 43

SAMN10080930_a1_ct13162_vs1: 26,547-32,446 (+)

40 41

TemPhD_cluster_54849: 26,204-33,033 (+)

40 41 42 43

IMGVR_UViG_2579778660_000001|2579778660|2579797789: 28,324-35,414 (+)

41 42 43 44

uvig_577298: 28,095-35,201 (+)

42 43 44 45

TemPhD_cluster_50961: 12,184-18,997 (-)

27282935
anti-repressor Ant

NC_050154.1: 29,651-35,936 (+)

47 48 49

TemPhD_cluster_32768: 14,086-21,727 (-)

303132

TemPhD_cluster_61260: 13,372-21,040 (-)

272829

TemPhD_cluster_23602_: 14,607-22,249 (-)

323334

TemPhD_cluster_54940: 27,332-34,099 (+)

41 43 44 45 46

TemPhD_cluster_54873: 28,477-35,235 (+)

43 44 45 46

IMGVR_UViG_2654587674_000003|2654587674|2654598834: 30,102-37,548 (+)

44 45 46 47 48

IMGVR_UViG_2724678985_000012|2724678985|2724688524: 29,282-36,032 (+)

44 45 46 47

MGV-GENOME-0336716: 15,324-20,998 (-)

30313233

TemPhD_cluster_42795: 13,977-21,287 (-)

30313233

TemPhD_cluster_30265: 12,184-19,383 (-)

27282930

TemPhD_cluster_50883: 11,545-18,742 (-)

24252627

IMGVR_UViG_2681813421_000002|2681813421|2681896079: 29,959-36,723 (+)

45 46 47 48

TemPhD_cluster_21974: 12,181-18,290 (-)

2728

IMGVR_UViG_2667527592_000002|2667527592|2667545561: 28,787-35,584 (+)

45 46 47 48

IMGVR_UViG_2558860434_000005|2558860434|2558888911: 29,647-35,228 (+)

45 46

IMGVR_UViG_2681813233_000007|2681813233|2681870711: 30,111-36,783 (+)

43 44 45 46

uvig_542746: 29,957-37,404 (+)

45 46 47 48 49

TemPhD_cluster_54860: 27,297-34,704 (+)

43 44 45 46 47

uvig_317976: 14,251-21,172 (-)

29303133

TemPhD_cluster_36743_: 13,884-21,712 (-)

2829303132

TemPhD_cluster_54982: 26,928-34,191 (+)

42 43 44 45 46

TemPhD_cluster_45487: 28,185-35,277 (+)

45 46 47 48 49

TemPhD_cluster_54551: 26,934-34,061 (+)

44 45 46 47

TemPhD_cluster_54679: 28,477-35,717 (+)

44 45 46 47 48

TemPhD_cluster_54466: 29,213-36,452 (+)

45 46 47 48 49

uvig_396021: 27,384-34,623 (+)

43 44 45 46 47 51

uvig_312070: 13,090-18,711 (-)

2728

IMGVR_UViG_2541047873_000001|2541047873|2541176207: 28,324-35,559 (+)

44 45 46 47

TemPhD_cluster_38999: 27,384-34,411 (+)

43 44 45 46 47

TemPhD_cluster_54926: 27,484-34,012 (+)

42 43 44 45 46

TemPhD_cluster_41580: 16,683-24,238 (-)

3435363738

TemPhD_cluster_22505_: 16,785-24,341 (-)

3435363738

TemPhD_cluster_54915: 26,691-33,219 (+)

40 41 42 43 44

IMGVR_UViG_2925908680_000001|2925908680|2925908682: 29,036-34,803 (+)

45 46 47

TemPhD_cluster_54829: 29,623-35,740 (+)

45 46 47 50

SAMN11031370_a1_ct630: 29,700-36,764 (+)

47 48 49 50 51

TemPhD_cluster_55001: 28,838-35,894 (+)

44 45 51 52

TemPhD_cluster_50893: 11,748-19,246 (-)

212223242930

TemPhD_cluster_62176: 10,857-16,315 (-)

2528

TemPhD_cluster_45681: 23,118-29,491 (+)

29 30 31 33 36 37

TemPhD_cluster_55578: 22,159-27,899 (+)

30 36

TemPhD_cluster_55818: 21,782-29,412 (+)

36 39 41 42
DNA polymerase III theta subunit (CDS_0043)

44

TemPhD_cluster_55667: 22,413-30,310 (+)

38 44 45

TemPhD_cluster_55478: 23,857-28,635 (+)

36 37 40

TemPhD_cluster_55611: 23,954-28,100 (+)

39

TemPhD_cluster_39092: 23,888-29,075 (+)

39

TemPhD_cluster_55454: 23,889-30,293 (+)

39 42 43

3000 nt

DNA, RNA and nucleotide metabolism other transcription regulation unknown function defence (DefenseFinder)


