lysis determining protein (CDS_0104)
anti-RM (AP1S165) (CDS_0101) tail fiber chaperone (CDS_0108)
anti-RM (APIS143) (CDS_0103) tail fiber chaperone (CDS_0109)
anti-RM (APIS081) (CDS_0102) " Hail fiber protein (CDS_0110) tail injection transglycosylase (CDS_0115)

100 | | |105106 107 \ 111 112 113 114 \

TemPhD_cluster_54615:74,809-93,360 (+)
tail fiber assembly protein (CDS_0098)
tail fiber assembly protein (CDS_0099)
DNA invertase (CDS_0096)
tail fiber protein (CDS_0097) tail fiber protein (CDS_0101)
holin (CDS_0095) | tail fiber protein (CDS_0100)

uvig_437204: 68,286-86,385 (+)

tail fiber assembly protein (CDS_0104)
tail fiber chaperone (CDS_0103)
tail fiber protein (CDS 0102)
100101 | 105

R S
TemPhD_cluster_54780:72,962-91,380 (+)

tail fiber assembly protein (CDS_0100)
tail fiber chaperone (CDS_0099)
DNA invertase (CDS_0097)
tail fiber protein (CDS_0098)
holin (CDS_0096) | | tail protein (CDS 0101)

TemPhD_cluster_45561:68,913-86,946 (+)

tail fiber assembly protein (CDS_0105)
tail fiber chaperonaEDS_0104)
tail fiber protein (CDS_0103)
101102 | | tailfiber protein (CDS_0106)

|
i
:

TemPhD_cluster_54869:70,914-89,926 (+)
tail assembly chaperone (CDS_0108)
DNA invertase (CDS_0105)
tail fiber protein (CDS_0106)
104 |tail fiber chaperone (CDS_0107) 109

TemPhD_cluster_54696:73,789-92,543 (+)
tail fiber assembly protein (CDS_0099)
tail fiber chaperone (CDS_0100)
DNA invertase (CDS_0097)
tail fiber protein (CDS_0098)
holin (CDS_0096) | | tailfiber protein (CDS 0101)

TemPhD_cluster_45562:68,913-86,946 (+)

tail fiber chaperone (CDS_0099)
tail fiber chaperone (CDS_0100)

DNA invertase (CDS_0097) |
tail fiber protein (CDS_0098)
96 | | tail fiber protein (CDS_0101)

|
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e e
TemPhD_cluster_54946:69,014-88,652 (+)
tail fiber assembly protein (CDS_0102)
tail fiber chaperone (CDS_0103)
DNA invertase (CDS_0100)
99 101

tail fiber protein (CDS_0104)

|
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TemPhD_cluster_54803:72,527-91,078 (+)
tail fiber assembly protein (CDS_0105)
tail fiber assembly protein (CDS_0106)
DNA invertase (CDS_0103)
tail fiber protein (CDS_0104)
102 | | tail fiber protein (CDS_0107)

\
!%

N S
TemPhD_cluster_54878:71,798-89,632 (+)
tail fiber assembly protein (CDS_0106)
tail fiber chaperone (CDS_0107)
DNA invertase (CDS_0104)
tail fiber protein (CDS_0105)
holin (CDS_0103; \ tail fiber protein (CDS_0108)
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, ,986 (+)
tail fiber assembly protein (CDS_0091)
tail fiber protein (CDS_0090)
DNA invertase (655_0089)
88 \ tail fiber protein (CDS_0092)

]
|

TemPhD_cluster_55115:66,402-84,872 (+)

tail fiber assembly protein (CDS_0113)
DNA invertase (CDS_0111)
holin (CDS_0110)  tail fiber chaperone (CDS_0114)

“tail fiber protein (CDS_0112) tail fiber protein (CDS_0115)

IMGVR_UVIG_2537562161_000003|2537562161|2537631729: 74,668-93,256 (+)
tail fiber protein (CDS_0109)
DNA invertase (CDS_0108)
" {ail fiber protein (CDS_0110)

10 111 112 tail fiber protein (CDS_0113)

~N

|
I
|

| o
TemPhD_cluster_54551:73,569-93,774

+)
tail fiber chaperone (CDS_0100)
tail fiber chaperone (CDS_0099)
DNA invertase (CDS_0097)
96 tail fiber protein (CDS_0098) tail fiber protein (CDS_0101)

|
| |
|
=

TemPhD_cluster_54988:69,025-87,966

+)
tail fiber assembly protein (CDS_0093)
DNA invertase (CDS_0091)
holin (CDS_OT?O) tail fiber assembly protein (CDS_0094)
| tail fiber protein (CDS_0092) |  tail fiber protein (CDS_0095)

uvig_175348:65,610-85,920 (+)
101 tail fiber chaperone (CDS_0106)
100 102 103 104 105 | tailfiber protein (CDS 0107)

I ——— N E— E— e —
TemPhD_cluster_54701:73,393-92,554 (+)
94 95 96 97 98 99

TemPhD_cluster_55022:70,626-87,161 (+)
104105 tail fiber protein (CDS_0106)

I S—
TemPhD_cluster_54994:72,354-87,903 (+)

DNA invertase (CDS_0083)
82 T tail fiber protein (CDS_0084)

—
TemPhD_cluster_55578:61,035-76,430 (+)

tail fiber assembly protein (CDS_0112)
DNA invertase (CDS_0111)
holin (CDS_0110) tail fiber protein (CDS_0114)
cas12f2_V-F_3(CDS_0105) | 113

il

IMGVR_UViG_2925939204_000001]2925939204|2925939206: 78,212-96,117 (+)
DNA invertase (CDS_0100)
holin (CDS_0099)
tail fiber protein (CDS_0102)
[101 tail protein (CDS_0103)

I —
TemPhD_cluster_45549:70,740-88,188 (+)
holin (CDS_0098)
tail fiber protein (CDS_0100)
99 tail fiber protein (CDS_0101)

—

i+

IMGVR_UVIG_2579778660_000001|2579778660[2579797789:71,748-93,316 (+)
97 98 tail fiber protein (CDS_0099)

~

TemPhD_cluster_54797:74,532-90,998 (+)
96 97 98 tail fiber protein (CDS_0099)

. 1N _______ ___________ |
TemPhD_cluster_54868:73,538-89,884 (+)

tail fiber assembly protein (CDS_0099)
holin (CDS_0097)
[ 98 | tail fiber protein (CDS_0100)

I I —————
MGV-GENOME-0357746:69,311-85,656 (+)

tail fiber assembly protein (CDS_0114)
113
112 [ | tail fiber protein (CDS_0115)

| —
TemPhD_cluster_54707:75,754-92,227 (+)

tail fiber assemblmotein (CDS_0108)
holin (CDS_0107)tail fiber protein (CDS_0109)

I ————— E—|
SAMN11031370_al ct630:76,660-91,652 (+)

tail fiber assembly protein (CDS_0102)
101

100] tail fiber protein (CDS_0103)

1 e
TemPhD_cluster_54667:77,852-92,721 (+)

104 105 tail fiber protein (CDS_0106)

TemPhD_cluster_54828:73,927-90,464 (+)
tail fiber protein (CDS_0100)
97 98 99 tail fiber protein (CDS_0101)

TemPhD_cluster_54857:73,539-90,105 )

tail fiber assembly protein (CDS_0111)
DNA invertase (CDS_0109)
holin (CDS_0108) tail fiber assembly protein (CDS_0112)
“[tailfiber protein (CDS_0110) | tail protein (CDS_0113)

+)
tail fiber assembly protein (CDS_0110)
tail fiber assembly proteTn(CDS_OlO‘?)
DNA invertase (CDS_0107)
holin (CDS_0106)
108

TemPhD_cluster_45499:73,761-91,857

tail fiber protein (CDS_0111)

i%

TemPhD_cluster_45498:73,761-91,857 (+)
tail fiber assembly protein (CDS_0091)
tail fiber assembly protein (CDS_0090)
virion structural protein (CDS_0092)
tail collar protein (EDS_0089)
g7 8 | | | | 93

Y . —
TemPhD_cluster_55463:62,170-78,659 (+)
tail fiber assembly protein (CDS_0086)
tail collar protein (€EDS_0085)
83 84 | | 87 tailfiber protein (CDS_0088)

e e e e e —
TemPhD_cluster_55487:61,261-78,156 (+)
DNA invertase (CDS_0102)
101 103 104 tail fiber protein (CDS_0105)

S
TemPhD_cluster_54884:73,008-89,621 (+)
tail fiber protein (CDS_0087)
85 86 88 89 tail fiber protein (CDS_0090)

S . S —
TemPhD_cluster_55512:60,990-77,750 (+)
79 80 81 82 tail collar fiber protein (CDS_0083)

I N S ——
TemPhD_cluster_55667:59,310-75,272 (+)
tail fiber assembly protein (CDS_0079)
tail fiber protein (CDS_0078)
DNA invertase (CDS_0077)

76 [ | | 80 81

L
TemPhD_cluster_55818:57,478-73,215 (+)
tail collar protein (CDS_0079)
tail fiber assembly (CDS_0080)
77 78 | | 81 tailfiber protein (CDS_0082)

e e e o ——
TemPhD_cluster_55788:57,866-73,783 (+)
tail fiber assembly protein (CDS_0088)
tail collar protein (EDS_0087)
DNA invertase (CDS_0086)
8 [ | | 8 90

S
TemPhD_cluster_55549:61,140-76,877 (+)
tail fiber assembly protein (CDS_0105)
virion structural protein (CDS_0104)
tail fiber assembly (CDS_0106)
DNA invertase (CDSL()T()E)
holin (CDS 0102) | | tail protein (CDS 0107)

TemPhD_cluster_39007: 73,007-88,933 (+)
tail collar fiber proteln (CDS_0089)
tail fiber assembly (CDS_0090)
DNA invertase (CDS_0088)
87 | | | 91 92

TemPhD_cluster_55478:62,592-78,326 (+)
tail fiber assembly protein (CDS_0096)
tail collar fiber protein (CDS_0094)
92 93 [ 95 | 97

e e oo ——
TemPhD_cluster_55326:64,112-81,015 (+)
DNA invertase (CDS_0096)
95 97 98 tail collar fiber protein (CDS_0099)

|
I q

TemPhD_cluster_55193:67,868-83,780 (+)
DNA invertase (CDS_0094)
holin (CDS_0093)
| tail protein (CDS_0095)

!H

e
MGV-GENOME-0355506: 69,056-83,580 (+)
tail collar fiber protein (CDS_0105)
tail fiber assembly (CDS_0106)
103104 | ~ | 107virion structural protein (CDS_0108)

e [ e ——
TemPhD_cluster_55048:70,571-86,679 (+)

DNA invertase (CDS_0100)
holin (CDS_0099)
T | tail protein (CDS_0101)

I e
uvig 331418:70,873-85,382 (+)
DNA invertase (CDS_0097)
holin (CDS_0096)
[ | tail protein (CDS_0098)

IMGVR_UVIG_2913177423 000001|2913177423|2913177447:68,111-82,085 (+)
DNA invertase (CDS_0103)

holin (CDS_0102)
| tail protein (CDS_0104)
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IMGVR _UViG_2681813233_000007(2681813233|2681870711: 73,378-87,683 (+)
tail collar fiber protein (CDS_0100)
tail fiber assembly (CDS_0101)
integrase (CDS_‘OO?W
98 [ | | 102 103

TemPhD_cluster_55077:68,931-86,024 (+)
DNAinvertase (CDS_0105)
tail fiber pr protein (CDS_0106)
107
104 T 108 tail fiber protein (CDS_0109)

Iﬁ

TemPhD_cluster_54851:72,603-90,073 (+)
DNA invertase (CDS_0105)
tail fiber protein (CDS_0106)
104 107
103] "] 108 tail fiber protein (CDS_0109)

iﬁ
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TemPhD_cluster_54846:72,056-90,424 (+)

tail fiber assembly protein (CDS_0102)
tail fiber protem (CDS_0103)
DNA invertase (CDS_0100)
tail fiber protein (CDS_0101)
holin (CDS_0099) | | tailfiber protein (CDS 0104)

TemPhD_cluster 45536:71,563-88,858 (+)
tail fiber assembly protein (CDS_0104)
DNA invertase (CDS_0102)
holin (CDS_0101) 103 tail fiber protein (CDS_0105)

TemPhD_cluster_45537:72,028-88,858 (+)
tail fiber assembly protein (CDS_0105)
102103 104 | 106 tail fiber protein (CDS_0107)

TemPhD_cluster_54855: 73,509-90,306 (+)
tail fiber assembly protein (CDS_0102)
9899 100 101 | 103 104

TemPhD_cluster_55007: 70,344-87,467 (+

tail collar fiber protein (CDS_0108)
tail collar fiber protng(CDS_0107)
tail collar fiber protein (CDS_0110)
tail collar protein (CDS_0109)
101 105
100] 102103 104 | 106

‘ tail protein (CDS_0111)
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TemPhD_cluster_54728:71,878-91,956 (+)

tail collar fiber protein (CDS_0101)
tail collar fiber protein (CDS_0100)
tail collar protein (CDS_0105)

integrase (CDS_0097)
95 96 98 99

103
102T104T tail protein (CDS_0106)
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TemPhD_cluster_54916:68,915-89,107 (+)
tail collar protein (CDS_0103)
integrase (CDS_0099)
101 tail collar fiber protein (CDS_0106)
9798 | 100 | 102 | 104105 | tail collar protein (CDS_0107)

TemPhD_cluster_54863:70,446-90,034 (+)
tail collar protein (CDS_0102)
100 101 | 103 104 105

N —_—
TemPhD_cluster_54874:72,450-89,802 (+)
tail collar fiber protein (CDS_0101)
tail collar fiber protein (CDS_0106)
tail collar fiber protein (CDS_0104)
tail collar fiber protein (CDS_0103)
DNA invertase (CDS_0099)  tail collar fiber protein (CDS_0105)
9798 | 100 | 102 | | T | 107

_— I I S A O S
TemPhD_cluster_54870: 68,673-89,869 (+)
tail collar fiber protein (CDS_0108)
tail collar fiber protein (CDS_0109)
tail collar fiber protein (CDS_0107)
integrase (CDS_0106)
105 ‘

104] ‘ 110 tail protein (CDS_0111)

|
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e

I |
TemPhD_cluster_54940:70,912-88,775 (+)

102 tail collar fiber protein (CDS_0106)
101] 103 104 105 | tail protein (CDS_0107)

.. 3 — — ]
TemPhD_cluster_54914:71,417-89,120 (+)

tail collar protein (CDS_0105)
102 103 104 [ 106107 108 109 tail protein (CDS_0110)

. —§ —— —————— — ]
TemPhD_cluster_54777:71,125-91,468 (+)

tail collar fiber protein (CDS_0105)
tail collar fiber protein (CDS_0104)
DNA invertase (CDS_0103)
102 107 tail collar fiber protein (CDS_0111)
101] T ‘ ‘ 106 [ 108109 110 [ tail protein (CDS_0112)

TemPhD_cluster_54790:70,916-91,259 (+)
tail collar fiber proteln (CDS_0106)
tail collar fiber protein (CDS_0108)
tail collar fiber proteln (CDS_Ol(YE:T
integrase (CDS_0104)
103 ‘ ‘
102]

tail collar fiber protein (CDS_0113)
tail collar protein (CDS_0112)

107 109110 111] tail protein (CDS_0114)
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TemPhD_cluster_54779:70,594-91,547 (+)

tail collar fiber protein (CDS_0107)
tail collar fiber protein (CDS_0105)

integrase (CDS_0104) tail collar fiber protein (CDS_0112)
103 tail collar proteinTCT)S_Olll)
102] 106 | 108109 110] | tail protein (CDS_0113)

I N . —
TemPhD_cluster_54806:70,594-91,069 (+)
tail collar fiber protein (CDS_0102)
tail collar fiber protein (CDS_Ol(W
tail collar protein (CDS_0099)
integrase (CDS_0097) tail collar fiber protein (CDS_0104)
9596 | 98 ‘ 101 | 103" 105

TemPhD_cluster_54938:67,583-88,724 (+)
tail collar fiber protein (CDS_0110)
tail collar fiber protein (CDS_0107)
104 tail collar protein (CDS_0108)
103] 105106 | [ 109 | 111 tail protein (CDS_0112)

TemPhD_cluster_54860: 71,188-90,058 (+)

tail collar fiber protein (CDS_0108)
tail collar protiin (CDS_0105)
integrase (CDS_0104)

103 107
102 106 [

109 tail protein (CDS_0110)

TemPhD_cluster_54908:71,092-89,415 (+)
tail collar fiber protein (CDS_0104)
tail collar fiber protein (CDS_Ol(ET
tail collar fiber protein (CDS_0101) |
portal protein (CDS_0090) integrase (CDS_0100) tail collar protein (CDS_0105)
91 92 anti-RM (APIS179) (CDS_0093) 98 99 ‘ 103 ‘ 106107 108
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TemPhD_cluster_54748: 66,664-91,902 (+)
tail collar fiber proteln (CDS_0096)
tail collar fiber protein ein (CDS_0095)
tail collar protelnTDS_0094)
DNA invertase (CDS_0092) ‘

90 91 93 97

|
1
%
H

TemPhD_cluster_55037:63,030-86,789 (+)
tail collar protein (CDS_0106)
tail collar protein (CDS_0107)
tail fiber protein (EDS_0105)
DNA invertase (CDS_0104)
103 [ | | | 108 109 110 tail injection transglycosylase (CDS_0115)

N
TemPhD_cluster_54633:75,505-93,098 (+)
tail collar fiber protem (CDS_0103)
tail collar fiber proteln ein (CDS_0102)
tail collar fiber proteln (CDS_0105)
tail fiber assembly (CDS_0104)
DNA invertase (CDS_0101) tail fiber protein (CDS_0107)

holin (CDS_0100) | [tail fiber protein (CDS_0106)

IMGVR_UVIG. 2654587674 000003| 26545876 742654598834 74.041-91,733 (+)
tail collar fiber protein (CDS_0104)
tail collar protein (CDS_0106)
tail fiber assembly (CDS_0105)
DNA invertase (CDS_0103)
holin (CDS_0102) | | | tail fiber protein (CDS_0107)

TemPhD_cluster_34367:74,090-90,642 (+)
tail collar fiber protein (CDS_0104)
tail collar protein (CDS_0107)
DNA invertase (CDS_0103)
102 [ | 105 106 | tail collar protein (CDS_0108)

0 e e
TemPhD_cluster_54802:74,090-91,114 (+)
tail collar fiber protein (CDS_0106)
tail collar protein(TDS_OiOS)
tail collar protein (CDS_0107)
DNA invertase (CDS_0104)
103 [ | | | 108 109

I —
TemPhD_cluster_54829:73,403-90,518 (+)
tail collar protein (CDS_0106)
DNA invertase (CDS_0105)
104 [ | 107108 109 tail injection transglycosylase (CDS_0114)

I ——
TemPhD_cluster_54766:75,156-91,701 (+)
tail collar protein (CDS_0107)
DNA invertase (CDS_0106)
105 [ | 108 109

TemPhD_cluster_54856: 74,005-90,308 (+)

tail collar fiber protein (CDS_0108)
tail collar protein (CDS_0110)
tail fiber assembly (CDS_0109)
DNA invertase (CDS_0107)
holin (CDS_0106) | | | tail fiber protein (CDS_0111)

— ——— e e —
TemPhD_ c\uster 45453:72,582-93,358 (+)

tail collar fiber protein (CDS_0102)
DNA invertase (CDS_0101)
holin (CDS_0100) tail fiber protein (CDS_0103)

I —— E——— —
IMGVR_UViG_2537561978 000005|2537561978|2537613182: 74,785-88,560 (+)

tail fiber assembly protein (CDS_0106)
tail fiber assembly protein (CDS_0105)
tail collar fiber protein (CDS_0104)
DNA invertase ((?ISS_leS’)

102 | | [ 107
|
TemPhD_cluster_54861:75,615-90,083 (+)
101 102 tail fiber protein (CDS_0103)
1 — 1 1 —
TemPhD_cluster_54894:67,761-89,454 (+)

100 101 tail fiber protein (CDS_0102)
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tail fiber assembly protein (CDS_0102)
tail fiber protein (CDS_0103)
holin (CQS_Oldl) tail protein (CDS_0104)

IMGVR _UVIG_2541047873 000001|2541047873|2541176207:68,431-89,211 (+)
tail fiber assembly protein (CDS_0103)
tail fiber protein (CDS_0104)
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X | ! ,036 (+)

tail fiber chaperone (CDS_0107)
tail fiber protein (CDS_0105)

tail fiber protein (CDS_0108)
103 104 tail fiber chaperone (CDS_0106) 109
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TemPhD_cluster_54691: 68,873-92,656 (+)

DNA invertase (CDS_0093)
92 94 95 96 tail fiber protein (CDS_0097)
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DNA invertase (CDS_0089)

88 90 91 tail fiber protein (CDS_0092)
S oy G O SN S Wy Wy 5 SN ) S S S—
TemPhD_cluster_55269:60,857-81,771 (+)

87 88 89 90 tail collar fiber protein (CDS_0091)
s 11— ——— I
TemPhD_cluster_55318:60,575-81,087 (+)

tail collar protein (CDS_0087)
85 86 | 88 89 tailfiber protein (CDS_0090)

— L. ]}
TemPhD_cluster_55422:59,239-79,751 (+)
tail fiber assembly protein (CDS_0104)
tail fiber assembly proteln (CDS_0103) transcriptional regulator (CDS_0114)
DNA invertase (CDS_0101) DNA invertase (CDS_0107) head closure (CDS_0111)
tail fiber protein (CD5_0105) tail protein (CD5_0110)
tail fiber protein (CDS/0102)  tail protein (CDS_0108) tail protein (CDS_0113)
holin (CDS_0100) | | 106] T 109 112 | 115 tail protein (CDS_0116)

T I — N S N —
IMGVR_UViG_2541047860_000002|2541047860|2541175602:70,818-98 033( )
tail collar protein (CDS_0094)
tail fiber assembly (CDS_0095)
DNA invertase (CDS_W‘?S)
holin (CDS0092) | 96 tail fiber protein (CDS_0097)

I I —— I N N
IMGVR_UViG_2908543018_000007|2908543018|2908543018|3364060-3445161:70,235-79,768 (+)
tail fiber assembly protein (CDS_0107) tail fiber assembly protein (CDS_0114)
tail fiber asse?nﬁy protein (CDS_0108) tail fiber assen?ﬁy protein (CDS_0115)

holin (CDS_0104) tail fiber protein (CDJ 0113)

DNA invertase (CDS_0105) l T baseplate protein (CDS_0112)
“Hail fiber protein (CDS_0106) tail fiber protein (CDS_0109) | | tailfiber protein (CDS_0116)
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IMGVR_UViG_2925908680_000001(2925908680|2925908682: 72,686-93,621 (+)

10000 nt 1

DNA, RNA and nucleotide metabolism connector head and packaging integration and excision lysis other tail transcriptionregulation unknown function defence (DefenseFinder)
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