PD-Lambda-2_A_WP_029458229.1 (CDS_0029) Ref-like RecA filament endonuclease (CDS_0041)

baseplate protein (CDS_0027) baseplate wedge subunit (CDS_0032) anti-repressor Ant (CDS_0038)
tail protein (CDS_0028)  30tail protein (CDS_0031) 33 34 35 36 37 39 40 42 43 44

i
|
.

IMGVR_UViG_2925908680_000001|2925908680|2925908682:21,013-31,323 (+)

anti-repressor Ant (CDS_0036)
34 35 37

i
|
\
#

& [ . ;B | . N E—
TemPhD_cluster_45561:19,957-29,605 (+)

anti-repressor Ant (CDS_0036)
33 34 35 37

TemPhD_cluster_54701:20,537-30,902 (+)
34 35 36 anti-repressor Ant (CDS_0037)

TemPhD_cluster_54863:19,954-30,455 (+)
anti-repressor Ant (CDS_0036)

34 35 37
S, SO N D S S0, S gy WSS G0 SN 5 S SO b/ /0 |
TemPhD_cluster_54878:19,956-30,328 (+)
anti-repressor Ant (CDS_0037)
30 35 36 38
| I I SN - N
TemPhD_cluster_54914:20,678-31,121 (+)

anti-repressor Ant (CDS_0037)
35 36 38

w
o

EEE—— EE— IS EE— - I EE——
TemPhD_cluster_55001:20,719-31,125 (+)

anti-repressor Ant (CDS_0037)
30 34 35 36 38

—— — S S E— - S E——
TemPhD_cluster_54874:19,959-31,464 (+)

anti-repressor Ant (CDS_0036)
33 34 35 37

IMGVR_UVIG_2913177423 000001|2913177423|2913177447:18,110-29,585 (+)
anti-repressor Ant (CDS_0038)
35 36 37 39

— ———————— 1 — o — - I EEE——
TemPhD_cluster_54765:20,720-31,445 (+)

anti-repressor Ant (CDS_0034)
26 30 31 32 33 85

IMGVR_UViG_2579778606_000002|2579778606|2579790174:18,403-29,788 (+)
Virulence-associated proteins (VF0679) (CDS_0027) anti-repressor Ant (CDS_0036)
toxin of TA system (CBS_0026) 32 33 34 35 37

|
|

T — 1 I . ¢} ;o __°o | - N
TemPhD_cluster_54667:18,084-29,869 (+)

anti-repressor Ant (CDS_0038)
36 37 39

o
)
w
@

=i
)
=
]

o
=
Q
=
Q@
=
w
o]

E—
)

—
(0]

3

o
=
O
o
j

&

o
(0]

Y

N
w
wr
@
o
N
o
<
N
s
@
=
o
~0
N

anti-repressor Ant (CDS_0038)
36 37 39

. —— I I I S S L} I
TemPhD_cluster_54893:21,887-32,561 (+)

anti-repressor Ant (CDS_0037)
34 35 36 38

TemPhD_cluster_54884:19,957-31,713 (+)

w
‘ w
w
o~
w
~N

S
IMGVR_UViG_3300029828_000006|3300029828|Ga0244885_100187:20,721-31,415 (+)
anti-repressor Ant (CDS_0036)

Virulence-associated proteins (VF0679) (CDS_0032) 34 35 37
c i o K —C - e C 8¢ D
TemPhD_cluster_54952:21,123-32,218 (+)
anti-repressor Ant (CDS_0034)
33 35
I I I R - I
TemPhD_cluster_55022:21,123-30,982 (+)

anti-repressor Ant (CDS_0037)
35 36 38

L d
IMGVR_UVIG_2724678985_000012|2724678985|2724688524:23,611-31,557 (+)
35 36 37

c
<

(3
w
@
=
N
=
©
N
»
i
IS}
@
@
o
w
o5}
o

G ! ,380 (+)

anti-repressor Ant (CDS_0039)
37 38 40 41

w
o

z
(@]
o
%}
o
=
(%
>
i
N
&}
[oN
N
[oN

w
=
R
N
o

(+)
anti-repressor Ant (CDS_0038)
35 36 37 39

I
IMGVR_UViG_2558860434_000005|2558860434]2558888911:23,634-31,922 (+)
HTH DNA binding protein (CDS_0032) anti-repressor Ant (CDS_0039)
toxin (CDS_0033) 35 36 37 38 40

|
1
|
%

TemPhD_cluster_54690:21,665-31,346 (+)
Virulence-associated proteins (VF0679) (CDS_0033)
toxin of TA system (CDS_0034) 36 37  anti-repressor Ant (CDS_0038)

TemPhD_cluster_54802:19,918-31,324 (+)
Virulence-associated proteins (VF0679) (CDS_0032) 34

I e ——
TemPhD_cluster_54733:20,666-32,661 (+)
anti-repressor Ant (CDS_0037)
35 36 38 39

TemPhD_cluster_54846:20,722-30,863 (+)

anti-repressor Ant (CDS_0037)
35 36 38

T — EEEEEssssss—— EEEES — E— - I EE——
TemPhD_cluster_55007:20,726-30,857 (+)

anti-repressor Ant (CDS_0035)
34 36

TemPhD_cluster_54869: 20,719-30,285 (+)
25 33 cas12f2_V-F_3(CDS_0034) 36 37

e ———
TemPhD_cluster_54728:18,978-30,677 (+)

anti-repressor Ant (CDS_0036)
88 34 35 37 38

TemPhD_cluster_45499:19,136-29,970 (+)

Virulence-associated proteins (VF0679) (CDS_0032)
28 33 35 36 37

TemPhD_cluster_54466: 18,460-30,287 (+)
anti-repressor Ant (CDS_0041)
35 36 37 38 39 40 42

|

|

|

|
#

I I L8 /| - I
TemPhD_cluster_54851:20,477-33,224 (+)

anti-repressor Ant (CDS_0040)
33 3435 36 37 38 39 41

|

|

|

|
#

—— I I —— —— E—— - e —
SAMN11031370_a1_ct630:19,218-31,971 (+)

anti-repressor Ant (CDS_0043)
37 38 39 40 41 42 44 45

I S ——— - E—— E— S E—
TemPhD_cluster_54833:24,726-35,045 (+)

anti-repressor Ant (CDS_0042)
36 37 38 39 40 41 43

I
IMGVR_UViG_2563366947_000002|2563366947|2563398428: 23,635-33,951 (+)

toxin of TA system (CDS_0028) 35 36 37 38 39 40 43
I N — | I | e N E— P
IMGVR_UViG_2537562161_000003|2537562161|2537631729:20,719-33,421 (+)
35 36 37 38 39 40
(S 0, N g IR SO S50 /SOy D N SO SOSN8 SO O W0 S oy SO /W
TemPhD_cluster_54626:20,720-33,422 (+)

anti-repressor Ant (CDS_0042)
anti-repressor (CDS_0041)

35 36 37 38 39 40 | 43 44
- H - O e G @@ oD
TemPhD_cluster_54618:20,720-33,736 (+)
anti-repressor Ant (CDS_0043)
32 36 37 38 39 40 41 42 44
I — I N (N - N
TemPhD_cluster_54816:21,809-34,733 (+)
anti-repressor Ant (CDS_0043)
36 37 38 39 40 41 42 44
I I 1 N - I
TemPhD_cluster_54817:21,809-34,735 (+)

anti-repressor Ant (CDS_0039)
33 34 35 36 37 38

|

|

|

|
j

S
IMGVR _UViG_2537561978_000005[2537561978|2537613182:21,379-34,289 (+)
anti-repressor Ant (CDS_0036)
33 34 35 37 38

TemPhD_cluster_54848:18,847-29,257 (+)
anti-repressor Ant (CDS_0033)
30 31 32 34 35

TemPhD_cluster_54915:18,084-28 464 (+)
28 Virulence-associated proteins (VF0679) (CDS_0031)

MGV-GENOME-0355506: 18,970-28,588 (+)

cas12f2_V-F_3(CDS_0028) 30 31 33 36 37 HNH endonuclease (CDS_0038)
e —¢ O T C—E DT
TemPhD._cluster 45687:18,097-28,925 (+)
26 31 32
S S, g SO S WO g SN o S W O3 S S WD Oy B—
TemPhD_cluster_45704: 18,097-28,859 (+)

29 transposase (CDS_0030)

w
(&}
(%)
X

I — L& I N | . —
TemPhD_cluster_34401:18,861-29,271 (+)
30 31
c ¢ - Tt g i T
TemPhD_cluster_55487:18,086-27,443 (+)
30 31
- I L ] N B E—

TemPhD_cluster_55578:18,043-27,899 (+)

30 31 37
S O gy S 0, Sy T Sy S D D S W
TemPhD_cluster_55478:18,061-28,124 (+)

30 31
S S oy SN S 'y, S gy W T 86 WO /D O o W
TemPhD_cluster_55818:18,097-27,523 (+)

30 31

| S S ey S SO0y WY g S W0/ WO G WO /D Y o W
TemPhD_cluster_55196: 18,079-28,846 (+)

[Us

o
UE
I
I

TemPhD_cluster_45681:18,097-29,491 (+)
32 33

e e D s A e ] I B &8 ] I
TemPhD_cluster_55667:18,079-28,153 (+)

30 31
S SN g S (S0 ', S gy WA W 6 SO W
TemPhD_cluster_55463:18,097-26,379 (+)
[ 5000 nt i

DNA, RNA and nucleotide metabolism integration and excision moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function
I L]
defence (DefenseFinder) defence (PADLOC) virulence (VFDB)




