
TemPhD_cluster_54707: 18,370-29,625 (+)

24 25 26

PD-Lambda-2_A_WP_029458229.1 (CDS_0027)

28 29
baseplate wedge subunit (CDS_0030)

Virulence-associated proteins (VF0679) (CDS_0031)
HTH DNA binding protein (CDS_0032)

toxin (CDS_0033) 34 35 36 37
anti-repressor Ant (CDS_0038)

39 40 41

MGV-GENOME-0357746: 18,065-28,962 (+)

baseplate hub subunit and tail lysozyme

Virulence-associated proteins (VF0679) (CDS_0030)
HTH DNA binding protein (CDS_0031)

toxin (CDS_0032) 39

MGV-GENOME-0332364: 18,503-28,742 (-)

3839Virulence-associated proteins (VF0679) (CDS_0041)

IMGVR_UViG_2571042445_000002|2571042445|2571113915: 15,739-28,174 (+)

exonuclease recombination-associated (CDS_0021)

baseplate hub subunit and tail lysozyme (CDS_0022)
toxin of TA system (CDS_0026)

Virulence-associated proteins (VF0679) (CDS_0027)

28 29 tail protein (CDS_0030)
tail protein (CDS_0031)

TemPhD_cluster_54860: 17,355-27,470 (+)

PD-Lambda-2_A_WP_029458229.1 (CDS_0028) 29 30 33

IMGVR_UViG_2693429713_000009|2693429713|2693464330: 17,359-27,507 (+)

PD-Lambda-2_A_WP_029458229.1 (CDS_0027) 28 29

uvig_317976: 23,200-33,076 (-)

434849PD-Lambda-2_A_WP_029458229.1 (CDS_0050)

TemPhD_cluster_54765: 17,357-25,656 (+)

PD-Lambda-2_A_WP_029458229.1 (CDS_0028) 29 30

IMGVR_UViG_2913177423_000001|2913177423|2913177447: 15,511-23,810 (+)

PD-Lambda-2_A_WP_029458229.1 (CDS_0027) 28 29

TemPhD_cluster_54914: 17,315-25,655 (+)

PD-Lambda-2_A_WP_029458229.1 (CDS_0028) 29 30

TemPhD_cluster_45487: 15,840-24,958 (+)

PD-Lambda-2_A_WP_029458229.1 (CDS_0026) 27 28

Virulence-associated proteins (VF0679) (CDS_0031)
HTH DNA binding protein (CDS_0032)

toxin (CDS_0033)

TemPhD_cluster_54766: 18,019-26,957 (+)

PD-Lambda-2_A_WP_029458229.1 (CDS_0026) 27 28 toxin of TA system (CDS_0032)

TemPhD_cluster_54806: 16,691-28,381 (+)

DNA methyltransferase (CDS_0022)
23 24 PD-Lambda-2_A_WP_029458229.1 (CDS_0029) 30 31

TemPhD_cluster_54828: 15,461-23,069 (+)

26

IMGVR_UViG_2579778606_000002|2579778606|2579790174: 15,780-23,387 (+)

26

IMGVR_UViG_3300029736_000004|3300029736|Ga0245186_100356: 15,461-23,740 (+)

26

TemPhD_cluster_54952: 18,524-26,775 (+)

29

TemPhD_cluster_54926: 15,460-23,859 (+)

26

TemPhD_cluster_55022: 18,524-29,772 (+)

29 33

MGV-GENOME-0355506: 17,355-27,691 (+)

28

TemPhD_cluster_34401: 15,521-24,183 (+)

26 29
transposase (CDS_0030)

cas12f2_V-F_3 (CDS_0031)

TemPhD_cluster_45704: 15,521-25,391 (+)

26

TemPhD_cluster_54466: 15,837-26,088 (+)

toxin of TA system (CDS_0026)
Virulence-associated proteins (VF0679) (CDS_0027)

28 29

TemPhD_cluster_54873: 15,750-25,331 (+)

toxin of TA system (CDS_0026)
Virulence-associated proteins (VF0679) (CDS_0027)

28 29 30

TemPhD_cluster_54856: 17,319-26,139 (+)

toxin of TA system (CDS_0027)
Virulence-associated proteins (VF0679) (CDS_0028)

29 30

IMGVR_UViG_2724678985_000012|2724678985|2724688524: 17,360-26,105 (+)

toxin of TA system (CDS_0027)
Virulence-associated proteins (VF0679) (CDS_0028)

29 30

IMGVR_UViG_2558860434_000005|2558860434|2558888911: 17,357-26,134 (+)

toxin of TA system (CDS_0027)
Virulence-associated proteins (VF0679) (CDS_0028)

29 30

TemPhD_cluster_54868: 15,739-24,545 (+)

toxin of TA system (CDS_0026)
Virulence-associated proteins (VF0679) (CDS_0027)

28 29

TemPhD_cluster_54802: 17,319-26,811 (+)

toxin of TA system (CDS_0027)
Virulence-associated proteins (VF0679) (CDS_0028)

29 30

TemPhD_cluster_54733: 18,067-27,559 (+)

toxin of TA system (CDS_0026)
Virulence-associated proteins (VF0679) (CDS_0027)

28 29

TemPhD_cluster_54816: 18,446-26,915 (+)

toxin of TA system (CDS_0029)
Virulence-associated proteins (VF0679) (CDS_0030)

31 32

TemPhD_cluster_45549: 17,355-25,921 (+)

toxin of TA system (CDS_0027)
Virulence-associated proteins (VF0679) (CDS_0028)

29 30

IMGVR_UViG_2537562161_000003|2537562161|2537631729: 17,356-25,921 (+)

toxin of TA system (CDS_0028)
Virulence-associated proteins (VF0679) (CDS_0029)

30

uvig_331418: 17,354-28,272 (+)

toxin of TA system (CDS_0027)
Virulence-associated proteins (VF0679) (CDS_0028)

29 30

IMGVR_UViG_2681813421_000002|2681813421|2681896079: 18,066-26,817 (+)

toxin of TA system (CDS_0027)
Virulence-associated proteins (VF0679) (CDS_0028)

29 30

uvig_542746: 18,064-29,429 (+)

toxin of TA system (CDS_0027)
Virulence-associated proteins (VF0679) (CDS_0028)

29 30 anti-repressor Ant (CDS_0038)

IMGVR_UViG_2579778660_000001|2579778660|2579797789: 18,064-29,398 (+)

toxin of TA system (CDS_0026)
Virulence-associated proteins (VF0679) (CDS_0027)

28 29

MGV-GENOME-4430145: 23,295-33,728 (-)

4748

Virulence-associated proteins (VF0679) (CDS_0049)
toxin of TA system (CDS_0050)

4000 nt

DNA, RNA and nucleotide metabolism integration and excision moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function

defence (DefenseFinder) defence (PADLOC) virulence (VFDB)


