anti-RM (APIS165) (CDS_0100)

anti-repressor Ant (CDS_0092) anti-RM (AP1S143) (CDS_0102)
91 9394 95 96 portal protein (CDS_0097) 98 99 anti-RM (AP1S081) (CDS_0101) lysis determining protein (CDS_0103)
e
TemPhD_cluster_54828:67,537-78,777 (+)
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TemPhD_cluster_54868:67,145-78,382 (+)

toxin-antitoxin system HicB-like (CDS_0100)
cas12f2_V-F_3(CDS_0099) holin

TemPhD_cluster_45498: 66,037-78,605 (+)
cas12f2_V-F_3(CDS_0105)

IMGVR _UViG_2925939204 000001|2925939204(2925939206:72,945-84,389 (+)
toxin-antitoxin system HicB-like (CDS_0102)
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TemPhD_cluster_45520:67,525-78,742 (+)
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TemPhD_cluster_54926:66,105-77,339 (+)
baseplate hub subunit and tail lysozyme (CDS_0093) toxin-antitoxin system HicB-like (CDS_0101)
anti-repressor Ant (CDS_0095) cas12f2_V-F_3 (CDS_0100)
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IMG\/EU\/i6727O37188 17_000003|2703718817|2703740991: 66,623-79,730 (+)
88 89 toxin-antitoxin system HicB-like (CDS_0092)
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IMGVR_UViG_2571042445_000002|2571042445|2571113915: 66,891-78,646 (+)
transcriptional repressor (CDS_0096)
JukAB__JukA (CDS_0097)
cas12f2_V-F_3 (CDS_0094) ‘

95 transposase (CDS_0098)
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TemPhD_cluster_54466:68,932-82,762 (+)
transcriptional repressor (CDS_0094)
cas12f2_V-F_3 (CDS_0092)
93 JukAB_ JukA (CDS_0095)
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TemPhD_cluster_54667:67,572-81,219 (+)
toxin-antitoxin system HicB-like (CDS_0100)
transcriptional repressor (CDS_0101) tail fiber assembly protein (CDS_0108) tail fiber assembly protein (CDS_0110)

cas12f2_V-F_3(CDS_00%9) JukAB__ JukA (CDS_0102) holin (CDS_0107) tail fiber protein (CDS_0109)

-
SAMN11031370_al_ct630: 67,520-85,109 (+)
portal protein (CDS_0102)
98 103 104
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IMGVR_UVIG_2537562161_000003|2537562161]2537631729:68,126-79,487 (+)
100 101

TemPhD_cluster_54626:68,127-79,492 (+)
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IMGVR _UViG_3300045988_138358|3300045988|Ga0495776_008405:61,741-73,086 (+)
94 95 anti-RM (APIS179) (CDS_0096) tail fiber protein (CDS_0103)

e — ———
TemPhD_cluster_54894: 64,042-82,911 (+)
93 94 anti-RM (APIS179) (CDS_0095)

I N
TemPhD_cluster_54982:63,356-81,396 (+)

96 97 anti-RM (APIS179) (CDS_0098) tail injection transglycosylase (CDS_0104)

—
IMGVR_UViG_2681813421_000002|2681813421|2681896079: 67,974-85,228 (+)
83 84 anti-RM (APIS179) (CDS_0085)

e —————§ — ————————————
TemPhD_cluster_55037:59,312-72,287 (+) |

94 95 96 anti-RM (APIS179) (CDS_0097)

TemPhD_cluster_54861: 66,000-78,957 (+)
95 96 anti-RM (APIS179) (CDS_0097) tail fiber assembly protein (CDS_0103) tail fiber protein (CDS_0104)

TemPhD_cluster_54733:68,730-85,268 (+)
DarB anti-RM (API1S030) (CDS_0075)
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81 82 anti-RM (APIS179) (CDS_0083)

TemPhD_cluster_55269:50,553-70,118 (+)
78 79 anti-RM (APIS179) (CDS_0080)

TemPhD_cluster_55422:49,425-68,500 (+)
7000 nt i
head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function defence (DefenseFinder)
— I L]

anti-defence (dbAPIS)
N




