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DNA polymerase/primase (CDS_0015)
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DNA polymerase/primase (CDS_0015)
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24
minor tail protein (CDS_0015) 20 s
14 16 17 1819[ 21 | 237 27 28 29

(N B S N BN B S N —
IMGVR_UViG_2660238393 000001|2660238393|2660303485|58339-99356: 6,365-27,466 (+)
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tail length tape measure protein (CDS_0014)
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uvig 431239:6,749-18,958 (+)

endolysin (CDS_0022)
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9 8 5 4 3 2 DNA binding protein (CDS_0001)
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T 4 3 2 DNA binding protein (CDS_0001)
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integrase (CDS_0007)
minor tail protein (CDS_0010)
11 9 8 ‘ 6 5 4 3 2 DNA binding protein (CDS_0001)
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integrase (CDS_0013)
“endolysin (CDS_0009)
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