
MGV-GENOME-0274341: 26,798-33,763 (+)

RusA-like Holliday junction resolvase (CDS_0049)

50
replication initiation protein (CDS_0051)

52 53 54
nucleotide kinase (CDS_0055)

nucleoside triphosphate pyrophosphohydrolase (CDS_0056)

57 58 59 60 61 62 63 64
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0065)

66 67

MGV-GENOME-0285397: 26,874-34,351 (+)

46 47 54 55 56 57 59 60 61

IMGVR_UViG_3300045988_047443|3300045988|Ga0495776_017053: 27,542-34,681 (+)

HEase_00016 homing (CDS_0050)
replication initiation protein (CDS_0053) 56 57 58 59 60 62 64

MGV-GENOME-0307283: 27,430-35,406 (+)

52 53 54 55 56 59

IMGVR_UViG_3300045988_064121|3300045988|Ga0495776_008835: 28,404-35,240 (+)

57 58 59
MTase_II_00074 Type (CDS_0060)

62 63

uvig_383019: 31,126-37,362 (+)

58 59 60 61 62

IMGVR_UViG_3300045988_184596|3300045988|Ga0495776_152079|164-38948: 28,230-35,426 (+)

replication initiation protein (CDS_0054)
56 58 59 60 61 62 63 64 66 67

uvig_580657: 28,219-36,603 (+)

57 58 59 60 61 62 63 66 68

IMGVR_UViG_3300045988_188311|3300045988|Ga0495776_090843|417-40708: 30,253-36,939 (+)

49 50 56 57 58 60 62

IMGVR_UViG_3300045988_027218|3300045988|Ga0495776_182896: 26,581-33,662 (+)

51 53 54 55 56 57

IMGVR_UViG_3300045988_025591|3300045988|Ga0495776_017073: 29,364-34,935 (+)

58 nucleotide kinase (CDS_0059) 63 64

uvig_126421: 29,056-35,146 (+)

58 59 61 62 63 64 65

IMGVR_UViG_3300045988_025481|3300045988|Ga0495776_169962: 30,131-34,089 (+)

55 56
membrane protein (CDS_0057)

58 60

IMGVR_UViG_3300045988_070743|3300045988|Ga0495776_085731: 30,525-34,889 (+)

51 52 53 54 57 58

IMGVR_UViG_3300045988_057146|3300045988|Ga0495776_086500: 30,318-34,141 (+)

53 54 56 58 59

3000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other unknown function defence (PADLOC) anti-defence (dbAPIS)


