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MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NFO00131.1) (CDS_0038)
tRNA nucleotidyltransferase (CDS_0037) [ 39 41 42
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IMGVR_UViG_3300045988_057146|3300045988|Ga0495776_086500: 19,064-26,712 (+)
43 44 45 46 Sak-like ssDNA annealing protein (CDS_0051)
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\MGVR UVIG 3300045988_184596|3300045988|Ga0495776_152079|164-38948:21,551-27,933 (+)
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