
IMGVR_UViG_3300045988_026406|3300045988|Ga0495776_016091: 27,610-34,060 (+)
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anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0043)

replisome organizer (CDS_0044)
45 46

phosphofructokinase (CDS_0047)
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MGV-GENOME-0253316: 27,848-34,060 (+)

40 46
phosphofructokinase (CDS_0047)
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IMGVR_UViG_3300045988_012378|3300045988|Ga0495776_125914: 27,542-34,998 (+)

40
phosphofructokinase (CDS_0041)

42 43 45 46 47 48 49 50 51

MGV-GENOME-0246891: 23,958-33,641 (+)

DnaD-like helicase loader (CDS_0035) 39
HNH endonuclease (CDS_0041)
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SAMN10290180_a1_ct23056_vs1: 26,622-33,845 (+)

45 46 47

MGV-GENOME-0265417: 28,196-34,758 (+)

Mu Gam-like end protection (CDS_0044) 47 48 50 51 52

uvig_365913: 28,573-35,493 (+)

45 46 48 49

SAMN10290208_a1_ct1305: 28,837-36,125 (+)

48 49 50 51 53

IMGVR_UViG_3300045988_014133|3300045988|Ga0495776_016953: 28,336-34,402 (+)

45 46 47 49

IMGVR_UViG_3300029310_000025|3300029310|Ga0134545_1000272: 28,576-36,603 (+)

49 50 51 52 53 56

uvig_328187: 27,084-34,322 (+)

48 50 51

uvig_584608: 29,625-35,499 (+)

53 54 55

MGV-GENOME-4414080: 29,043-35,425 (+)
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