
IMGVR_UViG_3300045988_012378|3300045988|Ga0495776_125914: 25,782-30,653 (+)

33 34 35 36

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0037)
replisome organizer (CDS_0038)

39 40
phosphofructokinase (CDS_0041)

42 43 44

SAMN09781689_a1_ct628: 25,689-31,435 (+)

replisome organizer (CDS_0041) 47 48

SAMN10290208_a1_ct1305: 27,609-32,012 (+)

replisome organizer (CDS_0042)
Mu Gam-like end protection (CDS_0044)

45

IMGVR_UViG_3300045988_026406|3300045988|Ga0495776_016091: 27,304-33,005 (+)

38 40 replisome organizer (CDS_0044) phosphofructokinase (CDS_0047) 51 52

MGV-GENOME-0253316: 27,610-33,005 (+)

replisome organizer (CDS_0044)

IMGVR_UViG_3300029310_000025|3300029310|Ga0134545_1000272: 26,797-31,856 (+)

35 36 40 DnaD-like helicase loader (CDS_0044)

uvig_328187: 25,558-31,346 (+)

Mu Gam-like end protection (CDS_0045)
phosphofructokinase (CDS_0046)

47 48 50 51 anti-repressor Ant

uvig_365913: 27,051-34,437 (+)

Mu Gam-like end protection (CDS_0043)
44 45 46 49 52 53

MGV-GENOME-4414080: 27,431-34,371 (+)

46
phosphofructokinase (CDS_0047)

48 49 51 52 55

uvig_169500: 23,729-30,723 (+)

39
phosphofructokinase (CDS_0040)

41 anti-repressor Ant (CDS_0045)

uvig_375494: 27,431-34,324 (+)

46
phosphofructokinase (CDS_0047)

48 49 53 54 55 56

2000 nt

DNA, RNA and nucleotide metabolism other transcription regulation unknown function anti-defence (dbAPIS)


