
MGV-GENOME-0265417: 24,290-28,486 (+)

integrase (CDS_0029) 30 31 32 33 34 35 37 38 39

MGV-GENOME-0253316: 24,826-29,380 (+)

37 42

uvig_584608: 24,646-29,100 (+)

37 38

IMGVR_UViG_3300045988_026406|3300045988|Ga0495776_016091: 24,826-29,774 (+)

37 40 anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0043)

SAMN11252253_a1_ct24964: 24,187-28,902 (+)

36 37

MGV-GENOME-0252042: 22,408-26,915 (+)

32

uvig_412423: 21,619-27,037 (+)

26 29 32

IMGVR_UViG_3300045988_013658|3300045988|Ga0495776_087099: 21,619-26,840 (+)

28 32

SAMN10290180_a1_ct23056_vs1: 22,853-27,164 (+)

26 27 retron_type_VI_hth_cluster2_1 (CDS_0028) 32

2000 nt

integration and excision unknown function defence (PADLOC) anti-defence (dbAPIS)


