
uvig_496659: 165-7,107 (+)

1 2 3 4
integrase (CDS_0005)

6 7 8 9 10 11

MGV-GENOME-0288448: 1-5,471 (+)

1 2 4 5

MGV-GENOME-0295013: 8,832-27,138 (+)

13 14 15 16 17 18

uvig_181999: 8,841-26,646 (+)

18

MGV-GENOME-0335041: 8,835-26,583 (+)

18

uvig_163063: 8,841-26,918 (+)

18 19

MGV-GENOME-0291989: 8,841-26,363 (+)

18

MGV-GENOME-0296315: 8,834-27,031 (+)

18 19

MGV-GENOME-0313936: 8,832-26,743 (+)

18 19

MGV-GENOME-0294004: 8,841-27,196 (+)

18 transposase (CDS_0019)

MGV-GENOME-0300674: 8,829-28,473 (+)

18 19 20

MGV-GENOME-0297436: 8,839-27,995 (+)

18
19

20

uvig_188943: 8,830-27,556 (+)

18
19

20

uvig_35686: 8,335-25,363 (+)

12 17 18

uvig_177862: 8,844-29,031 (+)

18
tRNA-Leu(GAG)

19 20 21

uvig_329856: 8,870-29,177 (+)

18 19
20

glutamine amidotransferase (CDS_0021)

uvig_87988: 8,844-29,342 (+)

18 19
20

21glutamine amidotransferase (CDS_0022)

MGV-GENOME-0322285: 8,839-27,489 (+)

18 19 20 21 exonuclease (CDS_0026)

MGV-GENOME-0291171: 8,841-27,205 (+)

18 19 20

MGV-GENOME-0288340: 8,833-27,029 (+)

18 19 20 21

MGV-GENOME-0318489: 8,830-29,791 (+)

tail fiber protein (CDS_0018)
holin (CDS_0019)

20

MGV-GENOME-0322902: 8,830-29,879 (+)

holin (CDS_0018) 19

MGV-GENOME-0294663: 8,831-27,187 (+)

18

MGV-GENOME-0301853: 8,830-26,615 (+)

18

MGV-GENOME-0292655: 8,829-26,463 (+)

18 19

MGV-GENOME-0293627: 8,332-21,064 (+)

18

uvig_139363: 8,832-28,986 (+)

18 19
Sigma L (VF0855) (CDS_0020)

21

MGV-GENOME-0303107: 8,832-26,937 (+)

Sigma L (VF0855) (CDS_0018)
19

MGV-GENOME-0303500: 8,829-29,315 (+)

18

virion structural protein (CDS_0019)

20
21

22

IMGVR_UViG_3300045988_016381|3300045988|Ga0495776_068963: 8,833-32,235 (+)

RNA-binding protein (CDS_0018)
tRNA splicing ligase (CDS_0019)

20 21 22 23

uvig_2642: 8,833-38,694 (+)

18 19
DNA topoisomerase II (CDS_0020)

DNA topoisomerase II (CDS_0021)

22 23 24 25 26

uvig_407566: 8,834-32,774 (+)

18
19

20

MADS__mad1 (CDS_0021)

22

integrase (CDS_0023)

24 25
26

27

MGV-GENOME-0312001: 8,831-30,551 (+)

18
holin (CDS_0019)

20 22 23

MGV-GENOME-0287126: 9,430-27,353 (+)

19 20 25

MGV-GENOME-0287404: 8,834-27,005 (+)

16 19 20

MGV-GENOME-0313966: 8,834-32,179 (+)

18 19 20
21

22
23

24 25
26

27

MGV-GENOME-0298644: 8,337-26,847 (+)

17
18

19 20
21

22
23

24 25
26

27

uvig_243997: 8,831-37,836 (+)

18 19

tail fiber protein (CDS_0020)

21
holin (CDS_0022)

23 24 25
26

27
28

29 30
31

32

MGV-GENOME-0306945: 8,336-31,181 (+)

17

integrase (CDS_0018)

19
20

21

MTase_II_00039 Type (CDS_0022)

23 24 25 26

uvig_67023: 8,829-36,585 (+)

18

RT_III-AM_III-B_2 (CDS_0019)

20
21

22
23

endolysin (CDS_0024)

25
26

27 28
29

3031 32
33

34

35
36

37
38

39

IMGVR_UViG_3300029858_000015|3300029858|Ga0245300_100608: 8,834-36,343 (+)

18

RT_III-AM_III-B_2 (CDS_0019)

20
21

22
23

endolysin (CDS_0024)

25
26

27 28
29

3031 32
33

34
35

36
37

38

uvig_209460: 8,834-36,397 (+)

18

RT_III-AM_III-B_2 (CDS_0019)

20
21

22
23

endolysin (CDS_0024)

25
26

27 28
29

3031 32

33
34

35

36
37

38

MGV-GENOME-0345040: 8,839-36,998 (+)

18

RT_III-AM_III-B_2 (CDS_0019)

20
21

22
23

endolysin (CDS_0024)

25
26

27 28
29

3031 32
33

34
35

36
37

38

3940

MGV-GENOME-0328200: 8,839-36,584 (+)

18

RT_III-AM_III-B_2 (CDS_0019)

20
21

22
23

endolysin (CDS_0024)

25
26

27 28
29

3031 32
33

34
35

36
37

38

39

MGV-GENOME-0320611: 8,832-36,583 (+)

18
19

RT_III-AM_III-B_2 (CDS_0020)

21
22

23
24

25 2627
28

29 30
31

3233 34
35

36

37
38

3940

IMGVR_UViG_3300045988_020861|3300045988|Ga0495776_026954: 8,835-38,057 (+)

18

RT_III-AM_III-B_2 (CDS_0019)

20
21

22
23

endolysin (CDS_0024)

2526 27 28
29

3031 32
33

34

35

Lar anti-RM (APIS033) (CDS_0036)

37
38

39 40 41

IMGVR_UViG_3300045988_007859|3300045988|Ga0495776_173480: 8,832-35,401 (+)

18 19 20
21

22
23

endolysin (CDS_0024)

2526 27 28
29

3031 32
33

3435

IMGVR_UViG_3300045988_007896|3300045988|Ga0495776_151862: 8,832-35,153 (+)

18 19 20
21

22
23

endolysin (CDS_0024)

2526 27 28
29

3031 32
33

34

MGV-GENOME-0352805: 8,841-36,047 (+)

18

RT_III-AM_III-B_2 (CDS_0019)

20
21

22
23

endolysin (CDS_0024)

25
26

27 28
29

3031 32
33

34
35

36
37

38

MGV-GENOME-0344524: 8,841-36,132 (+)

RT_III-AM_III-B_2 (CDS_0018)19
20

21
22

endolysin (CDS_0023)

24
25

26 27
28

2930 31
32

33
34

35

36
37

38

MGV-GENOME-0347366: 8,839-36,182 (+)

18
19

20
21

endolysin (CDS_0022)

23
24

25 26
27

2829 30
31

32
33

34

35
36

37

IMGVR_UViG_3300029623_000511|3300029623|Ga0245138_1000456|8623-63474: 8,841-37,056 (+)

18

RT_III-AM_III-B_2 (CDS_0019)

20
21

22
23

endolysin (CDS_0024)

25
26

27 28
29

3031 32
33

34
35

36

37
38

39
40

IMGVR_UViG_3300029595_000258|3300029595|Ga0245140_100330|26147-81001: 8,841-37,058 (+)

18

RT_III-AM_III-B_2 (CDS_0019)

20
21

22
23

endolysin (CDS_0024)

25
26

27 28
29

3031 32
33

34
35

36

37
38

39
40

41

IMGVR_UViG_3300045988_023639|3300045988|Ga0495776_186474: 8,835-37,702 (+)

18

RT_III-AM_III-B_2 (CDS_0019)

20
21

22
23

endolysin (CDS_0024)

2526
27

28 29
30

3132 33
34

35
36

37

38
39

40
41

42

IMGVR_UViG_3300030032_000290|3300030032|Ga0245332_100545|6601-63312: 8,841-38,916 (+)

17 RT_III-AM_III-B_2 (CDS_0019)20
21

22
23

endolysin (CDS_0024)

25
26

27 28
29

3031 32
33

34
35

36
37

38
39

40 41 42

MGV-GENOME-0325828: 8,835-36,475 (+)

18

RT_III-AM_III-B_2 (CDS_0019)

20
21

22
23

endolysin (CDS_0024)

25
26

27
28

29
30

31

3233 34
35

36

37
38

3940

Shkoporov_2019_SRR9161589_NODE_18_length_54858_cov_21.952448: 8,829-37,716 (+)

18

RT_III-AM_III-B_2 (CDS_0019)

20
21

22
23

endolysin (CDS_0024)

25
26

27 28
29

3031 32
33

34
35

36
37

38 43

uvig_590591: 7,371-35,301 (+)

17

RT_III-AM_III-B_2 (CDS_0018)

19
20

21
22

endolysin (CDS_0023)

24
25

26
27

28 29
30

3132 33
34

35
36

37

38
39

4041

IMGVR_UViG_3300045988_024406|3300045988|Ga0495776_177875: 8,846-36,447 (+)

18

RT_III-AM_III-B_2 (CDS_0019)

20
21

22
23

endolysin (CDS_0024)

2526 27 28
29

3031 32
33

34
35

36

37
38

39

MGV-GENOME-0321708: 8,832-36,504 (+)

18

RT_III-AM_III-B_2 (CDS_0019)

20
21

22
23

24 2526 27 28
29

3031 32
33

34
35

36
37

3839

IMGVR_UViG_3300029742_000243|3300029742|Ga0245239_100216|72889-130770: 8,829-39,504 (+)

18

RT_III-AM_III-B_2 (CDS_0019)

20
21

22
23

endolysin (CDS_0024)

2526 27 28
29

3031 32
33

34
35

36

37
38

39
40

virion structural protein (CDS_0041)

42
43

44

MGV-GENOME-0344081: 8,833-36,707 (+)

18

RT_III-AM_III-B_2 (CDS_0019)

20
21

22
23

endolysin (CDS_0024)

2526 27 28
29

3031 32
33

34
35

36
37

38
39

IMGVR_UViG_3300045988_021980|3300045988|Ga0495776_150126: 8,833-37,918 (+)

18

RT_III-AM_III-B_2 (CDS_0019)

20
21

22
23

endolysin (CDS_0024)

2526 27 28
29

3031 32
33

34
35

36
37

38
39

40 41 42

uvig_434735_: 8,305-39,170 (+)

17 18 19

RT_III-AM_III-B_2 (CDS_0020)

21
22

23
24

endolysin (CDS_0025)

26
27

28 29
30

3132 33
34

35

36
37

38
39

40 41
holin (CDS_0042)

endolysin (CDS_0043)

MGV-GENOME-0343152: 8,830-40,731 (+)

18

RT_III-AM_III-B_2 (CDS_0019)

20
21

22
23

endolysin (CDS_0024)

25

26
27

28 29
30

3132 33
34

35

36
37

38
39

40

tail fiber protein (CDS_0041)
holin (CDS_0042)

43

IMGVR_UViG_3300029717_000484|3300029717|Ga0245160_1000087|8361-64621: 8,844-37,723 (+)

18
19

RT_III-AM_III-B_2 (CDS_0020)

21
22

23
24

endolysin (CDS_0025)

26
27

28
29

30

3132 33
34

35
36

37
38

39

40
41

42 43

IMGVR_UViG_3300029842_000354|3300029842|Ga0245273_100156|66256-121044: 8,844-36,253 (+)

18
19

RT_III-AM_III-B_2 (CDS_0020)

21
22

23
24

endolysin (CDS_0025)

26
27

28
29

30

3132 33
34

35
36

37
38

39

40 41

IMGVR_UViG_3300029562_000228|3300029562|Ga0245122_100398|7525-64784: 8,844-38,723 (+)

18
19

RT_III-AM_III-B_2 (CDS_0020)

21
22

23
24

endolysin (CDS_0025)

26
27

28
29

30

3132 33
34

35
36

37
38

39

40 41 42

MTase_II_00164 Type (CDS_0043)

44

MGV-GENOME-0342507: 8,830-40,470 (+)

18

RT_III-AM_III-B_2 (CDS_0019)

20
21

22
23

endolysin (CDS_0024)

25
26

27
28

29

3031 32
33

34
35

36
37

38
39

tail fiber protein (CDS_0040)
holin (CDS_0041)

42

uvig_185042: 8,844-34,787 (+)

18

RT_III-AM_III-B_2 (CDS_0019)

20
21

22
23

endolysin (CDS_0024)

25
26

27
28

29

3031 32
33

3435

IMGVR_UViG_3300045988_017588|3300045988|Ga0495776_057662: 8,833-35,555 (+)

18

RT_III-AM_III-B_2 (CDS_0019)

20
21

22
23

endolysin (CDS_0024)

2526 27
28

29

3031 32
33

34
35

36
37

38

39

uvig_178348: 8,833-34,775 (+)

18
19

20
21

endolysin (CDS_0022)

2324 25
26

27

2829 30
31

32
33

34
35

36

37

MGV-GENOME-0317853: 8,833-36,766 (+)

18

RT_III-AM_III-B_2 (CDS_0019)

20
21

22
23

endolysin (CDS_0024)

2526 27
28

29

3031 32
33

34
35

36
37

38

39 45

MGV-GENOME-0340111: 8,837-35,987 (+)

18

RT_III-AM_III-B_2 (CDS_0019)

20
21

22
23

endolysin (CDS_0024)

2526 27

28
29

30
31

32 33
34

35
36

37
38

39
40

41 42

MGV-GENOME-0346070: 8,832-35,162 (+)

18

RT_III-AM_III-B_2 (CDS_0019)

20
21

22
23

endolysin (CDS_0024)

2526 27

28
29

30
31

32 33
34

3536

IMGVR_UViG_3300029873_000356|3300029873|Ga0245321_100348|6023-61831: 8,832-37,989 (+)

18

RT_III-AM_III-B_2 (CDS_0019)

20
21

22
23

endolysin (CDS_0024)

2526 27

28
29

30
31

32 33
34

35
36

37
38

39
40

41 42 43

IMGVR_UViG_3300045988_012120|3300045988|Ga0495776_164462: 8,831-37,200 (+)

18

RT_III-AM_III-B_2 (CDS_0019)

20
21

22
23

endolysin (CDS_0024)

2526 27

28
29

30
31

32 33
34

35
36

37
38

39
40

41 42

IMGVR_UViG_3300045988_032084|3300045988|Ga0495776_176809: 32,951-55,494 (+)

57

RT_III-AM_III-B_2 (CDS_0058)

59
60

61
62

endolysin (CDS_0063)

6465 66

67
68

69
70

71 72
73

74
75

76
77

7879

IMGVR_UViG_3300029718_000004|3300029718|Ga0245237_1000420: 8,827-36,299 (+)

18

RT_III-AM_III-B_2 (CDS_0019)

20
21

22
23

endolysin (CDS_0024)

2526 27
28

29
30

31
32

33 34
35

36

37
38

39
40

41

IMGVR_UViG_3300045988_019667|3300045988|Ga0495776_005482: 8,833-36,631 (+)

18

RT_III-AM_III-B_2 (CDS_0019)

20
21

22
23

endolysin (CDS_0024)

25 26
27

28

29
30

31
32

33 34
35

36
37

38

Lar anti-RM (APIS033) (CDS_0039)

40
41

42

MGV-GENOME-0322989: 8,834-36,076 (+)

18

RT_III-AM_III-B_2 (CDS_0019)

20
21

22
23

24 2526 27

28
29

30
31

32 33
34

35
36

37

Lar anti-RM (APIS033) (CDS_0038)

3940

IMGVR_UViG_3300045988_031948|3300045988|Ga0495776_093696: 8,831-36,000 (+)

18

RT_III-AM_III-B_2 (CDS_0019)

20
21

22
23

endolysin (CDS_0024)

25

26
27

28

29
30

31
32

33 34

35
36

37
38

39

uvig_280469: 8,832-36,692 (+)

18

RT_III-AM_III-B_2 (CDS_0019)

20
21

22
23

endolysin (CDS_0024)

25 26
27

28

29
30

31
32

33 34
35

36

37
38

39
40

41

MGV-GENOME-0338529: 8,832-36,840 (+)

18

RT_III-AM_III-B_2 (CDS_0019)

20
21

22
23

endolysin (CDS_0024)

25 26
27

28
29

30
31

32
33

34 35
36

37
38

39

40
41

42

IMGVR_UViG_3300029609_000310|3300029609|Ga0245148_100228|30770-85344: 8,841-36,431 (+)

18
19

RT_III-AM_III-B_2 (CDS_0020)

21
22

23
24

endolysin (CDS_0025)

26
27

28
29

30
31

32
33

34 35
36

37
38

39
40

4142

IMGVR_UViG_3300045988_014760|3300045988|Ga0495776_155958: 8,841-35,910 (+)

18
19

RT_III-AM_III-B_2 (CDS_0020)

21
22

23
24

endolysin (CDS_0025)

26
27

28
29

30
31

32
33

34 35
36

37
38

39

IMGVR_UViG_3300029612_000433|3300029612|Ga0245127_100331|20929-75810: 8,834-36,911 (+)

18
19

RT_III-AM_III-B_2 (CDS_0020)

21
22

23
24

endolysin (CDS_0025)

26
27

28

29
30

31
32

33 34
35

36
37

38
39

40

41
42

43

IMGVR_UViG_3300045988_018876|3300045988|Ga0495776_093763: 8,830-36,569 (+)

18

RT_III-AM_III-B_2 (CDS_0019)

20
21

22
23

endolysin (CDS_0024)

25 26
27

28

29
30

31
32

33 34
35

36
37

38
39

4041

IMGVR_UViG_3300045988_016844|3300045988|Ga0495776_005471: 8,843-36,543 (+)

18
19

RT_III-AM_III-B_2 (CDS_0020)

21
22

23
24

endolysin (CDS_0025)

26 27
28

29

30
31

32
33

34 35
36

37
38

39
40

4142

IMGVR_UViG_3300045988_021981|3300045988|Ga0495776_113233: 8,834-36,521 (+)

18

RT_III-AM_III-B_2 (CDS_0019)

20
21

22
23

endolysin (CDS_0024)

25 26
27

28

29
30

31
32

33 34

35
36

37
38

3940

MGV-GENOME-0322109: 8,833-38,689 (+)

18

RT_III-AM_III-B_2 (CDS_0019)

20
21

22
23

24 25 26
27

28
29

30
31

32
33

34 35
36

37
38

39
40

41
42

UG17 (CDS_0043)

MGV-GENOME-0344065: 8,831-37,638 (+)

18

RT_III-AM_III-B_2 (CDS_0019)

20
21

22
23

endolysin (CDS_0024)

25 26
27

28

29
30

31
32

33 34
35

36
37

38
39

40
41

42 43

IMGVR_UViG_3300029747_000315|3300029747|Ga0245228_100098|50108-106165: 8,832-37,604 (+)

18
19

RT_III-AM_III-B_2 (CDS_0020)

21
22

23
24

endolysin (CDS_0025)

26 27
28

29

30
31

32
33

34 35
36

37
38

39
40

41
42

43 44

uvig_382634: 8,835-41,178 (+)

18

RT_III-AM_III-B_2 (CDS_0019)

20
21

22
23

endolysin (CDS_0024)

25 26
27

28

29
30

31
32

33 34
35

36
37

38
39

4041 42
Uzume__UzuA (CDS_0043)

44

IMGVR_UViG_3300045988_025821|3300045988|Ga0495776_093456: 8,832-36,352 (+)

18
19

RT_III-AM_III-B_2 (CDS_0020)

21
22

23
24

endolysin (CDS_0025)

26
27

28

29
30

31
32

33 34
35

36
37

38
39

4041

MGV-GENOME-0319977: 8,834-38,061 (+)

18

RT_III-AM_III-B_2 (CDS_0019)

20
21

22
23

endolysin (CDS_0024)

25 26
27

28

29
30

31
32

33 34
35

36
37

38
39

4041

IMGVR_UViG_3300045988_021527|3300045988|Ga0495776_157406: 8,831-35,393 (+)

18
19

RT_III-AM_III-B_2 (CDS_0020)

21
22

23
24

endolysin (CDS_0025)

26 27
28

29

30
31

32
33

34 35
36

3738

IMGVR_UViG_3300029523_000280|3300029523|Ga0244821_100328|3245-56695: 8,831-35,538 (+)

18

RT_III-AM_III-B_2 (CDS_0019)

20
21

22
23

endolysin (CDS_0024)

25 26
27

28

29
30

31
32

33 34
35

36
37

38

IMGVR_UViG_3300045988_018863|3300045988|Ga0495776_177906: 8,833-35,982 (+)

18

RT_III-AM_III-B_2 (CDS_0019)

20
21

22
23
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