
MGV-GENOME-0289148: 23,523-28,006 (+)

28 29
thymidylate synthase (CDS_0030)

phosphofructokinase (CDS_0031)

32 33

DNA methyltransferase (CDS_0034)

35 36 37 38 39 40

MGV-GENOME-0246622: 23,440-27,720 (+)

DNA methyltransferase (CDS_0033)

MGV-GENOME-0306945: 36,651-40,521 (+)

DNA methyltransferase (CDS_0045)

uvig_591132: 41,995-46,316 (+)

DNA methyltransferase (CDS_0062)
65

MGV-GENOME-0323075: 30,449-34,522 (+)

DNA methyltransferase (CDS_0043)

IMGVR_UViG_3300045988_031948|3300045988|Ga0495776_093696: 41,470-45,844 (+)

56
DNA methyltransferase (CDS_0059)

63

MGV-GENOME-0238888: 20,429-24,635 (+)

DNA methyltransferase (CDS_0033)

MGV-GENOME-0304486: 35,595-39,464 (+)

DNA methyltransferase (CDS_0048)

MGV-GENOME-0235730: 20,939-26,016 (+)

DNA methyltransferase (CDS_0027)
tRNA splicing ligase (CDS_0032)

IMGVR_UViG_3300045988_019667|3300045988|Ga0495776_005482: 42,102-46,586 (+)

60 DNA methyltransferase (CDS_0062)

MGV-GENOME-0305864: 35,016-40,058 (+)

DNA methyltransferase (CDS_0050)

IMGVR_UViG_3300029717_000484|3300029717|Ga0245160_1000087|8361-64621: 43,190-47,674 (+)

DNA methyltransferase (CDS_0063)
DNA methyltransferase (CDS_0064)

MGV-GENOME-0317804: 26,657-31,843 (+)

30 35
DNA methyltransferase (CDS_0036)

DNA methyltransferase (CDS_0037)

MGV-GENOME-0217934: 18,870-22,741 (+)

DNA methyltransferase (CDS_0025)
DNA methyltransferase (CDS_0026)

uvig_185042: 40,253-45,297 (+)

DNA methyltransferase (CDS_0054)
DNA methyltransferase (CDS_0055)

MGV-GENOME-0335013: 31,885-36,092 (+)

DNA methyltransferase (CDS_0036)
DNA methyltransferase (CDS_0037)

MGV-GENOME-0254674: 24,401-27,125 (+)

24

MGV-GENOME-0311955: 30,631-34,115 (+)

39

MGV-GENOME-0289720: 28,361-34,072 (+)

anti-TA (APIS117) (CDS_0027) 32

MGV-GENOME-4416055: 23,299-28,789 (+)

33

MGV-GENOME-0287404: 30,236-34,069 (+)

34 tRNA splicing ligase

IMGVR_UViG_3300045988_007028|3300045988|Ga0495776_011772: 40,476-45,823 (+)

58 59

uvig_181999: 29,406-36,895 (+)

DNA methyltransferase (CDS_0035)

MGV-GENOME-0308757: 32,009-34,285 (-)

43

uvig_64532: 29,710-31,986 (+)

38

uvig_57872: 18,965-21,564 (+)

28 3031

MGV-GENOME-0346070: 40,631-45,808 (+)

RM_Type_II__Type_II_MTases_FAM_1 (CDS_0055)
56 63

uvig_303255: 32,117-36,884 (+)

RM_Type_II__Type_II_MTases_FAM_1 (CDS_0037)
38

IMGVR_UViG_3300029747_000315|3300029747|Ga0245228_100098|50108-106165: 42,957-47,807 (+)

RM_Type_II__Type_II_MTases_FAM_1 (CDS_0063)
64

uvig_42410: 41,470-46,118 (+)

RM_Type_II__Type_II_MTases_FAM_1 (CDS_0061)
62

MGV-GENOME-0237781: 22,331-26,774 (+)

RM_Type_II__Type_II_MTases_FAM_1 (CDS_0034)
35

uvig_590591: 40,771-45,394 (+)

RM_Type_II__Type_II_MTases_FAM_1 (CDS_0061)
62

MGV-GENOME-0290859: 31,668-36,387 (+)

RM_Type_II__Type_II_MTases_FAM_1 (CDS_0036)
37

MGV-GENOME-0297620: 31,638-36,510 (+)

RM_Type_II__Type_II_MTases_FAM_1 (CDS_0036)
37 40 41 nucleoside triphosphate pyrophosphohydrolase (CDS_0044)

MGV-GENOME-0218218: 18,567-23,010 (+)

30
methyltransferase (CDS_0031)

32

MGV-GENOME-0232128: 8,832-24,103 (+)

13 14 15 16 17 21

6000 nt

DNA, RNA and nucleotide metabolism other unknown function defence (DefenseFinder) anti-defence (dbAPIS)


