
uvig_464717: 29,299-32,389 (+)

39 40 41 42 43 44 45 46 47 48

uvig_469391: 27,580-33,739 (+)

tRNA-Leu(CAA)
integrase (CDS_0032) 33 36 37 38 39 40

uvig_496672: 10,664-15,584 (+)

11 14

uvig_145008: 26,275-31,565 (+)

26 29

uvig_311465: 22,009-30,258 (+)

22
PDC-S45_WP_022347781.1 (CDS_0023)

24
Retron_VI__HTH (CDS_0027)

28 29 30 31

uvig_291025: 21,158-28,876 (+)

Retron_VI__HTH (CDS_0026)
27 28 29

IMGVR_UViG_3300029235_000311|3300029235|Ga0168722_100277|9027-57283: 27,840-34,670 (+)

40 41
DNA binding protein (CDS_0042)

43

uvig_182637: 27,113-32,159 (+)

37 38 41

uvig_227604: 26,611-33,974 (+)

PycC_CladeC (CDS_0032) 33 36 37 38 39

uvig_296030: 28,140-33,945 (+)

PycC_CladeC (CDS_0037) 38

uvig_126349: 39,015-44,822 (+)

PycC_CladeC (CDS_0043) 46 47 48

uvig_134044: 13,087-26,037 (+)

minor tail protein (CDS_0015)
central tail fiber J (CDS_0016)

tail protein (CDS_0017)
18 23 24 25 26 27

uvig_309984: 12,480-23,096 (+)

minor tail protein (CDS_0014)
tail protein (CDS_0017)

18 19 22 23 24 25

uvig_258590: 13,088-24,989 (+)

23 24 25 26 31

uvig_251154: 13,508-27,174 (+)

18 24 25 26 27

uvig_135184: 29,154-34,931 (+)

Retron_VI__HTH (CDS_0040)
41 42 43

5000 nt

DNA, RNA and nucleotide metabolism integration and excision tail transcription regulation unknown function defence (DefenseFinder) defence (PADLOC) tRNA


