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uvig 251154:8,940-24,295 (+)
PDC-545_WP_022347781.1 (CDS_0021)
tail protein (CDS_0017) 18 24 2526
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OTU_2430:8,928-24,426 (+)

Potassium/proton antiporter (VFO838) (CDS_0018)
tail protein (CDS_0017) 19 20 24
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uvig 311465:8,928-26,874 (+)
cmx_cmrA-NCBIFAM Cmx/CmrA family chloramphenicol efflux MFS transporter (NF033135.1) (CDS_0020)
tail protein (CDS_0017)
“T18 19 21 22 23 24 26 29

uvig_145008: 8,937-30,752 (+)
24
tail protein (CDS_0017)1819 22 23[25

uvig 309984:8,933-22,283 (+)
tail protein (CDS_0017)
19
18 20 PycC CladeC (CDS 0022) 27

uvig_310673:8,937-26,401 (+)
tail protein (CDS_0017)  PDC-S45_WP_022347781.1(CDS_0022)
18 19 21 23 Retron_VI_HTH (CDS_0026)
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uvig 291025: 12,112-28,063 (+)
PycC_CladeC (CDS_0020) 26
tail protein (CDS_0017) T2z
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uvig_134044:12,117-24,983 (+)

PycC_CladeC (CDS_0021)
PycC_CladeC (CDS_0020) 29

uvig_436476_:12,115-25,575 (+)
PDC-M64C_WP_110053925.1 (CDS_0030)
endolysin (CDS_0023)
tail protein (CDS_0017) 19 22 27
18] 20 21] | 2425262829 313233

uvig_133612:8,922-31,319 (+)
PDC-M64C_WP_110053925.1 (CDS_0032)
endolysin (CDS_0024)
tail fiber protein (CDS_0017) 20 23 29
18 19] 21 22] | 2526 27283031 | 33
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IMGVR_UViG_3300029561_000257|3300029561Ga0244853_100043|95431-142755:8,926-31,062 (+)
PDC-M64C_WP_110053925.1 (CDS_0034)
endolysin (CDS_0024) 32
tail protein (CDS_0017) 20 29 31
T T1819] 21 22T 2526 2728[30[| 33 | 353637
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uvig_225285:8,937-31,199 (+)
endolysin (CDS_0024) 32
20 23 29 31
17 18 19] 21 22] | 2526 2728[30[| 33 PDC-M64C_WP_110053925.1 (CDS_0034)
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IMGVR_UViG_3300029235_000311|3300029235|Ga0168722_ 100277|9027 57283:8,937- 31 580 (+)
PDC-M64C_WP_110053925.1 (CDS_0034)

endolysin (CDS_0024) 32
20 23 29 31 36 3840
17 18 19] 21 22[ | 2526 2728[30](33 | 357 37 [39] 41 42

SAMEA2737703_al_ct26158 vs1:8,937-36,023 (+)
PDC-M64C_WP_110053925.1 (CDS_0032)
endolysin (CDS_0023)
tail protein (CDS_0017) 30
19 22 2627 29
18] 20 21] | 2425 [[28]|31 | 333435 38
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uvig_182637:8,928-31,955 (+)

PDC-M64C_WP_110053925.1 (CDS_0035)
endolysin (CDS_0025)

integrase (CDS_0022) 33
tail protein (CDS_0017) 21 24 30 32 37
18 19 20 23] | 2627 2829[31]|34 | 36]38 4243

uvig 464717:8,937-31,780 (+)
PDC-M64C_WP_110053925.1 (CDS_0034)
endolysin (CDS_0024) 30
20 23 2728 31
tail protein (CDS_0017) 18 19] 21 22] | 2526 TTzJTszsa 35 38
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uvig 296030:8,928-33,741 (+)
ATP-dependent DNA ligase (CDS_0026)
endolysin (CDS_0023)
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tail protein (CDS_0017) 18] 20 21 | 2425 2728 29 131 33
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uvig_469391:8,937-30,389 (+)
ATP-dependent DNA ligase (CDS_0029)
endolysin (CDS_0026)
22 25
17 1819 20 21| 23 24] | 2728 3031 32 Aga Nuclease (CDS_0033)
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IMGVR_UViG_3300008077 OOO450|3SOOOO8077\GaO105%4 1000025[78540 126682 8 937 2e} 389 (+)
ATP-dependent DNA ligase (CDS_0028)
endolysin (CDS_0025
21 24 30
13 tail protein (CDS_0018) 1920 22 23] | 2627 29 31 32 333435
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uvig_235562:8,940-30,099 (+)
PDC-M64C_WP_110053925.1 (CDS_0032)
ATP-dependent DNA ligase (CDS_0029)
tail protein (CDS_0017) endolysin (CDS_0026)
18 22 25
11920 21] 23 24]

27
T28 131 | 333435
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uvig_135184:8,924-32,059 (+)

cmx_cmrA-NCBIFAM Cmx/CmrA family chloramphenicol efflux MFS transporter (NFO33135.1) (CDS_0037)

PDC-M64C_WP_110053925.1 (CDS_0031)
ATP-dependent DNA ligase (CDS_0028)
endolysin (CDS_0025) ‘

21 24126 29 BapC (VF0537) (CDS_0033)
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uvig_126349:8,924-44,377 (+)
10000 nt i
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