anaerobic ribonucleotide reductase small subunit (CDS_0003)
anaerobic ribonucleoside reductase large subunit (CDS_0001)
HNH'endonuclease (CDS_0002)
‘ ‘ lipoprotein (CDS_0006)
4 5 7  metallo-phosphoesterase (CDS_0008)
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uvig_175755:3-6,628 (+)
anaerobic ribonucleotide reductase small subunit (CDS_0002)
HNH endonuclease (CDS_0001)
| HNH endonuclease (CDS_0005) 8
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uvig 497146:35-5,648 (+)
anaerobic ribonucleoside reductase large subunit (CDS_0038)

anaerobic ribonucleotide reductase small subunit (CDS_0036)
HNH endonuclease (CDS_0037)

A B N —
uvig_134956:16,056-21,589 (-)
anaerobic ribonucleotide reductase small subunit (CDS_0002)
anaerobic ribonucleoside reductase large subunit (CDS_0001)

I
uvig_12361:2-5,827 (+)
anaerobic ribonucleotide reductase small subunit (CDS_0037)

anaerobic ribonucleoside reductase large subunit (CDS_0038)

uvig_17993:16,051-21,876 (-)
1 anaerobic ribonucleotide reductase small subunit (CDS_0002)

I
uvig_247292:3-4,628 (+)
anaerobic ribonucleoside reductase large subunit (CDS_0003)
SDIC3_SDIC3F (CDS_0002)
\ anaerobic ribonucleotide reductase small subunit (CDS_0004)
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uvwg 217321:1-7,456 (+)

NrdA-like aerobic NDP reductase large subunit (CDS_0001)

uvig 106156:1-5,215 (+)
Sir2 (NAD-dependent deacetylase) (CDS_0002)
1 3 ribonucleoside-diphosphate reductase large subunit (CDS_0004)

f
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uvig_262944:1-7,403 (+)
anaerobic ribonucleoside reductase large subunit (CDS_0008)
ClpP (VF0074) (CDS_0002) DNA binding protein (CDS_0005)
1 3 4 tRNA-Tyr(GTA) T e 7 “anaerobic ribonucleotide reductase small subunit (CDS_0009)
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uvig 66862:3-14,378 (+)
NrdD-like anaerobic ribonucleotide reductase large subunit (CDS_0039)
thymidylate synthase (CDS_0042)
exonuclease V (CDS_0044)  guanylate kinase (CDS_0040)
45 43 | 41 | _anaerobic ribonucleotide reductase small subunit (CDS_0038)
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uvig_293394:16,747-28,526 (-)

NrdD-like anaerobic ribonucleotide reductase large subunit (CDS_0037)

thymidylate synthase (CDS_0040)
exonuclease V (CDS‘_0042)
T guanylate kinase (CDS_0038)

exonuclease V (CDS_‘0043) ‘

| 41 | 39 anaerobic ribonucleotide reductase small subunit (CDS_0036)

uvig_328946:16,264-26,116 (-)
NrdD-like anaerobic ribonucleotide reductase large subunit (CDS_0005)

thymidylate synthase (CDS_0002)

guanylate kinase (CDS_0004)

| 3 \ anaerobic ribonucleotide reductase small subunit (CDS_0006)
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uvig 229056:2-8,249 (+)
NrdD-like anaerobic ribonucleotide reductase large subunit (CDS_0013)
thymidylate synthase (CDS_0010)  anaerobic ribonucleotide reductase small subunit (CDS_0015)

exonuclease (CDS_0006) guanylate kinase (CDS_0012)
1 2 3 4 5 DNA polymerase (CDS_0007) exonuclease V (CDS_0008) 9 \ 11 HNH endonuclease (CDS_0014)
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uvig_136309:2-21,866 (+)
NrdD-like anaerobic ribonucleotide reductase large subunit (CDS_0009)

DNA primase (CDS_0001) thymidylate synthase (CDS_0006)
exonuclease (CDS_0002) guanylate kinase (CDS_0008)

DNA polymerase (CDS_0003) exonuclease V (CDS_0004) 5 7 \ anaerobic ribonucleotide reductase small subunit (CDS_0010)
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uvig_152026_:1-16,875 (+)
thymidylate synthase (CDS_0041)
guanylate kinase (CDS_0039)
42 40 ribonucleoside-diphosphate reductase large subunit (CDS_0038)

uvig_132148:16,494-24,666 (-)
thymidylate synthase (CDS_0035)
guanylate kinase (CDS_0033)
36 \ 34 ribonucleoside-diphosphate reductase large subunit (CDS_0032)

uvwg 484594:14,059-22,045 (-)
thymidylate synthase (CDS_0041)
DNA polymerase (CDS_0044) guanylate kinase (CDS_0039)
exonuclease V (CDS_0043) 42 \ 40 ribonucleoside-diphosphate reductase large subunit (CDS_0038)
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uvig_167624:16,038-28,888 (-)
thymidylate synthase (CDS_0004)
DNA polymerase (CDS_0001) guanylate kinase (CDS_0006)
exonuclease V (CDS_0002) 3 \ 5 ribonucleoside-diphosphate reductase large subunit (CDS_0007)

uvig 76394:3-12,178 (+)
thymidylate synthase (CDS_0003)
guanylate kinase (CDS_0005)

recD_IV-D_1 (CDS 0001)
4 _ribonucleoside-diphosphate reductase large subunit (CDS_0006)
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uvig_493033:1-10,245 (+)

8000 nt {
DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other unknown function defence (DefenseFinder) virulence (VFDB) tRNA pseudogene
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