
IMGVR_UViG_3300029794_000391|3300029794|Ga0243854_1000039|179702-197033: 7,871-17,332 (+)
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MGV-GENOME-0107946: 7,958-16,234 (+)
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MGV-GENOME-0106671: 7,870-16,138 (+)
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MGV-GENOME-0110079: 7,870-16,403 (+)
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IMGVR_UViG_3300023493_000034|3300023493|Ga0257031_101570: 7,871-16,205 (+); 1-1,350 (+)
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OTU_7019: 8,026-15,872 (+)
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Minot_Diet_SRR5088936_NODE_153_length_15542_cov_14.657519: 7,871-15,542 (+)
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MGV-GENOME-0095790: 7,870-15,319 (+)

15 16
17

18
19

20 24

IMGVR_UViG_3300045988_112120|3300045988|Ga0495776_123966: 6,293-16,672 (+)
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MGV-GENOME-0111702: 6,300-16,540 (+)
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OTU_6894: 6,290-16,186 (+)
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MGV-GENOME-0106569: 7,862-16,131 (+)
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uvig_217483: 7,945-16,812 (+)
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MGV-GENOME-0113975: 7,882-16,726 (+)
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PDC-M69A_WP_216276383.1 (CDS_0017)
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uvig_64932: 8,687-17,543 (+)
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uvig_328002: 6,290-16,251 (+)

holin (CDS_0014) 15 16 17 18 19
20

21

22

uvig_385590: 7,961-25,560 (+)
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PDC-M69A_WP_216276383.1 (CDS_0023)
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uvig_8338: 7,845-15,220 (+)
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MGV-GENOME-0094443: 7,845-14,745 (+)
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uvig_184966: 7,861-17,195 (+)
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MGV-GENOME-0097356: 7,972-15,437 (+)
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MGV-GENOME-0092557: 10,597-15,080 (+)
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7000 nt

integration and excision lysis tail unknown function defence (PADLOC) tRNA


